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<212> PRT 
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<221> misc__f eature 

<223> Incyte ID No: 1258888CD1 



<400> 2 

Met Pro Leu Pro Trp Ser Leu Ala Leu Pro Leu Leu Leu Ser Trp 
15 10 15 

Val Ala Gly Gly Phe Gly Asn Ala Ala Ser Ala Arg His His Gly 
20 25 30 

Leu Leu Ala Ser Ala Arg . Gin Pro Gly Val Cys His Tyr Gly Thr 
35 40 " 45 

Lys Leu Ala Cys Cys Tyr Gly Trp Arg Arg Asn Ser Lys Gly Val 
50 55 60 

Cys Glu Ala Thr Cys Glu Pro Gly Cys Lys Phe Gly Glu Cys Val 
65 70 1 75 

Gly Pro Asn Lys Cys Arg Cys Phe Pro Gly Tyr Thr Gly Lys Thr 
80 85 90 

Cys Ser Gin Asp Val Asn Glu Cys Gly Met Lys Pro Arg Pro Cys 
95 100 ~ 105 

Gin His Arg Cys Val Asn Thr His Gly Ser Tyr Lys Cys Phe Cys 
110 115 " "* 120 

Leu Ser Gly His Met Leu Met Pro Asp Ala Thr Cys Val Asn Ser 
125 130 " 135 

Arg Thr Cys Ala Met He Asn Cys Gin Tyr Ser Cys Glu Asp Thr 
140 145 ~* 150 

Glu Glu Gly Pro Gin Cys Leu Cys Pro Ser Ser Gly Leu Arg Leu 
155 160 165 

Ala Pro Asn Gly Arg Asp Cys Leu Asp He Asp Glu Cys Ala Ser 
170 175 180 

Gly Lys Val He Cys Pro Tyr Asn Arg Arg Cys Val Asn Thr Phe 
185 190 195 

Gly Ser Tyr Tyr Cys Lys Cys His He Gly Phe Glu Leu Gin Tyr 
200 205 210 

He Ser Gly Arg Tyr Asp Cys He Asp He Asn Glu Cys Thr Met 
215 220 225 

Asp Ser His Thr Cys Ser His His Ala Asn Cys Phe Asn Thr Gin 
230 235 240 

Gly Ser Phe Lys Cys Lys Cys Lys Gin Gly Tyr Lys Gly Asn Gly 
245 250 " 255 

Leu Arg Cys Ser Ala He Pro Glu Asn Ser Val Lys Glu Val Leu 
260 265 270 

Arg Ala Pro Gly Thr He Lys Asp Arg He Lys Lys Leu Leu Ala 
275 280 - 285 

His Lys Asn Ser Met Lys Lys Lys Ala Lys He Lys Asn Val Thr 
290 295 300 

Pro Glu Pro Thr- Arg Thr Pro Thr Pro Lys Val Asn Leu Gin Pro 
305 310 315 

Phe Asn Tyr Glu Glu He Val Ser Arg Gly Gly Asn Ser His Gly 
320 325 330 

Gly Lys Lys Gly Asn Glu Glu Lys Met Lys Glu Gly Leu Glu Asp 
33 5 34 0 345 
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Glu Leu Ser Gly lie Asp Asp Pro Asp lie Val Gin Pro Cys Leu 
155 160 165 

Asn Trp Tyr Ser Lys Tyr Arg Glu Gin Glu Ala He Arg Leu Cys 
170 175 ~ 180 

Leu Lys His Phe Arg Gin His Asn Tyr Thr Glu Ala Phe Glu Ser 
185 190 195 

Leu Gin Lys Lys Thr Lys He Ala Leu Glu His Pro Met Leu Thr 
200 205 210 

Asp He His Asp Lys Leu Val Leu Lys Gly Asp Phe Asp Ala Cys 
215 220 " 225 

Glu Glu Leu He Glu Lys Ala Val Asn Asp Gly Leu Phe Asn Gin 
230 235 240 

Tyr He Ser Gin Gin Glu Tyr Lys Pro Arg Trp Ser Gin He He 
245 250 ~ 255 

Pro Lys Ser Thr Lys Gly Asp Gly Glu Asp Asn Arg Pro Gly Met 
260 265 " 270 

Arg Gly Gly His Gin Met Val He Asp Val Gin Thr Glu Thr Val 
275 280 285 

Tyr Leu Phe Gly Gly Trp Asp Gly Thr Gin Asp Leu Ala Asp Phe 
290 295 300 

Trp Ala Tyr Ser Val Lys Glu Asn Gin Trp Thr Cys He Ser Arg 
305 310 315 

Asp Thr Glu Lys Glu Asn Gly Pro Ser Ala Arg Ser Cys His Lys 
320 325 ^ 330 

Met Cys He Asp He Gin Arg Arg Gin He Tyr Thr Leu Gly Arg 
335 340 345 

Tyr Leu Asp Ser Ser Val Arg Asn Ser Lys Ser Leu Lys Ser Asp 
3 50 3 55 3 60 

Phe Tyr Arg Tyr Asp He Asp Thr Asn Thr Trp Met Leu Leu Ser 
365 370 375 

Glu Asp Thr Ala Ala Asp Gly Gly Pro Lys Leu Val Phe Asp His 
380 385 390 

Gin Met Cys Met Asp Ser Glu Lys His Met He Tyr Thr Phe Gly 
395 400 405 

Gly Arg He Leu Thr Cys Asn Gly Ser Val Asp Asp Ser Arg Ala 
410 415 420 

Ser Glu Pro Gin Phe Ser Gly Leu Phe Ala Phe Asn Cys Gin Cys 
425 430 435 

Gin Thr Trp Lys Leu Leu Arg Glu Asp Ser Cys Asn Ala Gly Pro 
440 445 450 

Glu Asp He Gin Ser Arg He Gly His Cys Met Leu Phe His Ser 
455 460 465 

Lys Asn Arg Cys Leu Tyr Val Phe Gly Gly Gin Arg Ser Lys Thr 
470 475 480 

Tyr Leu Asn Asp Phe Phe Ser Tyr Asp Val Asp Ser Asp His Val 
485 490 495 

Asp He He Ser Asp Gly Thr Lys Lys Asp Ser Gly Met Val Pro 
500 505 * 510 

Met Thr Gly Phe Thr Gin Arg Ala Thr He Asp Pro Glu Leu Asn 
515 520 525 

Glu He His Val Leu Ser Gly Leu Ser Lys Asp Lys Glu Lys Arg 
530 535 540 

Glu Glu Asn Val Arg Asn Ser Phe Trp He Tyr Asp He Val Arg 
545 550 ~ 555 

Asn Ser Trp Ser Cys Val Tyr Lys Asn Asp Gin Ala Ala Lys Asp 
560 565 570 

Asn Pro Thr Lys Ser Leu Gin Glu Glu Glu Pro Cys Pro Arg Phe 
575 580 585 

Ala His Gin Leu Val Tyr Asp Glu Leu His Lys Val His Tyr Leu 
590 595 " 600 

Phe Gly Gly Asn Pro Gly Lys Ser Cys Ser Pro Lys Met Arg Leu 
605 610 615 

Asp Asp Phe Trp Ser Leu Lys Leu Cys Arg Pro Ser Lys Asp Tyr 
620 625 630 

Leu Leu Arg His Cys Lys Tyr Leu He Arg Lys His Arg Phe Glu 
635 640 645 

Glu Lys Ala Gin Val Asp Pro Leu Ser Ala Leu Lys Tyr Leu Gin 
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<213> Homo sapiens 
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<221> misc_f eature 

<223> Incyte ID No: 1598937CD1 

<400> 5 

Met Ala Pro Glu Glu Asp Ala Gly Gly Glu Ala Leu Gly Gly Ser 
15 10 15 

Phe Trp Glu Ala Gly Asn Tyr Arg Arg Thr Val Gin Arg Val Glu 
20 25 ~ 30 

Asp Gly His Arg Leu Cys Gly Asp Leu Val Ser Cys Phe Gin Glu 
35 40 45 

Arg Ala Arg He Glu Lys Ala Tyr Ala Gin Gin Leu Ala Asp Trp 
50 55 60 

Ala Arg Lys Trp Arg Gly Thr Val Glu Lys Gly Pro Gin Tyr Gly 
65 \ 70 75 

Thr Leu Glu Lys Ala Trp His Ala Phe Phe Thr Ala Ala Glu Arg 
80 85 90 

Leu Ser Ala Leu His Leu Glu Val Arg Glu Lys Leu Gin Gly Gin 
95 100 105 

Asp Ser Glu Arg Val Arg Ala Trp Gin Arg Gly Ala Phe His Arg 
110 115 120 

Pro Val Leu Gly Gly Phe Arg Glu Ser Arg Ala Ala Glu Asp Gly 
125 130 135 

Phe Arg Lys Ala Gin Lys Pro Trp Leu Lys Arg Leu Lys Glu Val 
140 145 150 

Glu Ala Ser Lys Lys Ser Tyr His Ala Ala Arg Lys Asp Glu Lys 
155 160 165 

Thr Ala Gin Thr Arg Glu Ser His Ala Lys Ala Asp Ser Ala Val 
170 175 180 

Ser Gin Glu Gin Leu Arg Lys Leu Gin Glu Arg Val Glu Arg Cys 
185 190 ~ 195 

Ala Lys Glu Ala Glu Lys Thr Lys Ala Gin Tyr Glu Gin Thr Leu 
200 205 210 

Ala Glu Leu His Arg Tyr Thr Pro Arg Tyr Met Glu Asp Met Glu 
215 220 ~ 225 

Gin Ala Phe Glu Thr Cys Gin Ala Ala Glu Arg Gin Arg Leu Leu 
230 235 ~ 240 

Phe Phe Lys Asp Met Leu Leu Thr Leu His Gin His Leu Asp Leu 
245 250 255 

Ser Ser Ser Glu Lys Phe His Glu Leu His Arg Asp Leu His Gin 
260 265 ^ 270 

Gly He Glu Ala Ala Ser Asp Glu Glu Asp Leu Arg Trp Trp Arg 
275 280 ~ 285 

Ser Thr His Gly Pro Gly Met Ala Met Asn Trp Pro Gin Phe Glu 
290 295 300 

Glu Trp Ser Leu Asp Thr Gin Arg Thr He Ser Arg Lys Glu Lys 
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Gly Gly Arg Ser Pro Asp Glu Val Thr Leu Thr Ser He Val Pro 
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Thr Arg Asp Gly Thr Ala Pro Pro Pro Gin Ser Pro Gly Ser Pro 
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Pro Glu lie Arg Lys lie Phe Tyr Gly Ser Phe His Lys Leu His 
350 355 360 

lie Val Val Ser Glu Thr Leu Val Lys Val Val lie Asp Cys Lys 

365 370 375 

Gin Val Gly Glu Lys Ala Met Asn Ala Ser Ala Asn lie Thr Ser 

380 385 390 

Asp Gly Val Glu Val Leu Gly Lys Met Val Arg Ser Arg Gly Pro 

395 400 405 

Gly Gly Asn Ser Ala Pro Phe Gin Leu Gin Met Phe Asp lie Val 

410 415 420 

Cys Ser Thr Ser Trp Ala Asn Thr Asp Lys Cys Cys Glu Leu Pro 

425 430 435 

Gly Leu Arg Asp Asp Glu Ser Cys Pro Asp Leu Pro His Ser Cys 

440 445 450 

Ser Cys Ser Glu Thr Asn Glu Val Ala Leu Gly Pro Ala Gly Pro 

455 460 465 

Pro Gly Gly Pro Gly Leu Arg Gly Pro Lys Gly Gin Gin Gly Glu 

470 475 480 

Pro Gly Pro Lys Gly Pro Asp Gly Pro Arg Gly Glu lie Gly Leu 

485 490 495 

Pro Gly Pro Gin Gly Pro Pro Gly Pro Gin Gly Pro Ser Gly Leu 

500 505 510 

Ser lie Gin Gly Met Pro Gly Met Pro Gly Glu Lys Gly Glu Lys 

515 520 * 525 

Gly Asp Thr Gly Leu Pro Gly Pro Gin Gly lie Pro Gly Gly Val 

530 535 " 540 

Gly Ser Pro Gly Arg Asp Gly Ser Pro Gly Gin Arg Gly Leu Pro 

545 550 555 

Gly Lys Asp Gly Ser Ser Gly Pro Pro Gly Pro Pro Gly Pro lie 

560 565 ' 570 

Gly lie Pro Gly Thr Pro Gly Val Pro Gly lie Thr Gly Ser Met 

575 580 " 585 

Gly Pro Gin Gly Ala Leu Gly Pro Pro Gly Val Pro Gly Ala Lys 

590 595 600 

Gly Glu Arg Gly Glu Arg Gly Asp Leu Gin Ser Gin Ala Met Val 

605 610 615 

Arg Ser Val Ala Arg Gin Val Cys Glu Gin Leu lie Gin Ser His 

620 625 630 

Met Ala Arg Tyr Thr Ala lie Leu Asn Gin lie Pro Ser His Ser 

635 640 645 

Ser Ser lie Arg Thr Val Gin Gly Pro Pro Gly Glu Pro Gly Arg 

650 655 660 

Pro Gly Ser Pro Gly Ala Pro Gly Glu Gin Gly Pro Pro Gly Thr 

665 670 675 

Pro Gly Phe Pro Gly Asn Ala Gly Val Pro Gly Thr Pro Gly Glu 

680 685 690 

Arg Gly Leu Thr Gly lie Lys Gly Glu Lys Gly Asn Pro Gly Val 

695 700 705 

Gly Thr Gin Gly Pro Arg Gly Pro Pro Gly Pro Ala Gly Pro Ser 

710 715 - 720 

Gly Glu Ser Arg Pro Gly Ser Pro Gly Pro Pro Gly Ser Pro Gly 

725 730 735 

Pro Arg Gly Pro Pro Gly His Leu Gly Val Pro Gly Pro Gin Gly 

740 745 750 

Pro Ser Gly Gin Pro Gly Tyr Cys Asp Pro Ser Ser Cys Ser Ala 

755 760 " 765 

Tyr Gly Val Arg Ala Pro His Pro Asp Gin Pro Glu Phe Thr Pro 

770 775 780 

Val Gin Asp Glu Leu Glu Ala Met Glu Leu Trp Gly Pro Gly Val 
785 790 ^ 795 
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<223> Incyte ID No: 181005SCD1 
<400> 8 

Met Arg lie Trp Trp Leu Leu Leu Ala lie Glu lie Cys Thr Gly 
1 5 10 15 

Asn lie Asn Ser Gin Asp Thr Cys Arg Gin Gly His Pro Gly lie 
20 25 30 

Pro Gly Asn Pro Gly His Asn Gly Leu Pro Gly Arg Asp Gly Arg 
35 40 45 

Asp Gly Ala Lys Gly Asp Lys Gly Asp Ala Gly Glu Pro Gly Ara 
50 55 60 

Pro Gly Ser Pro Gly Lys Asp Gly Thr Ser Gly Glu Lys Gly Glu 
65 70 75 

Arg Gly Ala Asp Gly Lys Val Glu Ala Lys Gly lie Lys Gly Asp 
80 85 ' 90 

Gin Gly Ser Arg Gly Ser Pro Gly Lys His Gly Pro Lys Gly Leu 
95 100 ' 105 

Ala Gly Pro Met Gly Glu Lys Gly Leu Arg Gly Glu Thr Gly Pro 
110 115 120 

Gin Gly Gin Lys Gly Asn Lys Gly Asp Val Gly Pro Thr Gly Pro 
125 130 135 

Glu Gly Pro Arg Gly Asn He Gly Pro Leu Gly Pro Thr Gly Leu 
140 145 150 

Pro Gly Pro Met Gly Pro He Gly Lys Pro Gly Pro Lys Gly Glu 
155 160 "* 165 

Ala Gly Pro Thr Gly Pro Gin Gly Glu Pro Gly Val Arg Gly He 
170 175 " 180 

Arg Gly Trp Lys Gly Asp Arg Gly Glu Lys Gly Lys He Gly Glu 
185 190 195 

Thr Leu Val Leu Pro Lys Ser Ala Phe Thr Val Gly Leu Thr Val 
200 205 210 

Leu Ser Lys Phe Pro Ser Ser Asp Val Pro He Lys Phe Asp Lys 
215 220 " 225 

He His He Thr Val Phe Ser Arg Asn Val Gin Val Ser Leu Val 
230 235 240 

Lys Asn Gly Val Lys He Leu His Thr Arg Asp Ala Tyr Val Ser 
245 250 ~ 255 

Ser Glu Asp Gin Ala Ser Gly Ser He Val Leu Gin Leu Lys Leu 
260 265 270 

Gly Asp Glu Met Trp Leu Gin Val Thr Gly Gly Glu Arg Phe Asn 
275 280 " 285 

Gly Leu Phe Ala Asp Glu Asp Asp Asp Thr Thr Phe Thr Gly Phe 
290 295 300 

Leu Leu Phe Ser Ser Gin 
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Met Tyr Val Leu Ser Pro Val Glu Phe He He Leu Gin Leu Leu 
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Phe He Gin Ala He Ser Ser Ser Leu Lys Gly Phe Leu Ser Ala 
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Met Arg Leu Ala His Arg Gly Cys Asn Val Asp Thr Pro Val Ser 
35 40 45 

Thr Leu Thr Pro Val Lys Thr Ser Glu Phe Glu Asn Phe Lys Thr 
50 55 60 

Lys Met Val He Thr Ser Lys Lys Asp Tyr Pro Leu Ser Lys Asn 
65 70 " 75 

Phe Pro Tyr Ser Leu Glu His Leu Gin Thr Ser Tyr Cys Gly Leu 
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Met Lys He 
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Asp 


Arg 


Asn 


Asp 


Arg Asp Asp Gly Arg 










125 










130 










135 


Arg 


Lys 


Pro 


He 


Ala 


Gly 


Gly 


Gly Gly 


Phe 


Ser 


Asp 


Lys 


Asp 


Leu 










140 










145 










150 


GlU 


Asp 


He 


Val 


Gly 


Gly 


Gly 


Glu 


Tyr 


Lys 


Pro 


Asp 


Lys 


Gly 


Lys 










155 










160 










165 




Asp Gly 


Arg 


Tyr 


Gly 


Ser 


Asn Asp 


Asp 


Pro 


Gly 


Ser 


Gly Met 










170 










175 










180 


1 7— > T 

val 


Ala 


Glu 


Pro 


Gly 


Thr 


He 


Ala 


Gly 


Val 


Ala 


Ser 


Ala 


Leu 


Ala 










185 










190 










195 


Met 


Ala 


Leu 


He 


Gly 


Ala 


Val 


Ser 


Ser 


Tyr 


He 


Ser 


Tyr 


Gin 


Gin 
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205 










210 




Lys 


Phe 


Cys 


Phe 


Ser 


He 


Gin 


Gin 


Gly 


Leu 


Asn 


Ala 


Asp 


Tyr 










215 










220 










225 


Val 


Lys 


Gly 


Glu 


Asn 


Leu 


GlU 


Ala 


Val 


Val 


Cys 


Glu 


Glu 


Pro 


Gin 










230 










235 










240 


Val 


Lys 


Tyr 


Ser 


Thr 


Leu 


His 


Thr 


Gin 


Ser 


Ala 


Glu 


Pro 


Pro 


Pro 






245 










250 










255 


Pro 


Pro 


Glu 


Pro 


Ala 


Arg 


He 
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Met 


Gly 


Leu 


Leu 


Leu 


Leu 


Val 


Pro 


Leu 


Leu 


Leu 


Leu 


Pro 


Gly 


Ser 


1 








5 










10 










15 


Tyr 


Gly 


Leu 


Pro 


Phe 


Tyr 


Asn 


Gly 


Phe 


Tyr 


Tyr 


Ser 


Asn 


Ser 


Ala 










20 










25 










30 


Asn 


Asp 


Gin 


Asn 


Leu 


Gly Asn 


Gly 


His 


Gly 


Lys 


Asp 


Leu 


Leu 


Asn 










35 










40 










45 


Gly 


Val 


Lys 


Leu 


Val 


Val 


Glu 


Thr 


Pro 


Glu 


Glu 


Thr 


Leu 


Phe 


Thr 










50 










55 










60 


Tyr 


Gin 


Gly 


Ala 


Ser 


Val 


He 


Leu 


Pro 


Cys 


Arg 


Tyr 


Arg 


Tyr 


Glu 










65 










70 










75 


Pro 


Ala 


Leu 


Val 


Ser 


Pro 


Arg 


Arg 


Val 


Arg 


Val 


Lys 


Trp 


Trp 


Lys 










80 










85 










90 


Leu 


Ser 


Glu 


Asn 


Gly Ala 


Pro 


Glu 


Lys 


Asp 


Val 


Leu 


Val 


Ala 


He 










95 










100 










105 


Gly 


Leu 


Arg 


His 


Arg 


Ser 


Phe 


Gly Asp 


Tyr 


Gin Gly Arg 


Val 


His 










110 










115 










120 


Leu 


Arg 


Gin 


Asp 


Lys 


Glu 


His 


Asp Val 


Ser 


Leu 


Glu 


He 


Gin 


Asp 










125 










13 0 










135 


Leu 


Arg 


Leu 


Glu 


Asp 


Tyr Gly 


Arg 


Tyr 


Arg 


Cys 


Glu 


Val 


He 


Asp 



140 145 150 
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Met 


Thr 


Arg 


Ala 


Gly Asp 


His 


Asn 


Arg 


Gin 


Arg 


Gly 


Cys 


Cys 


Gly 


1 








5 










10 










15 


Ser 


Leu 


Ala 


Asp 


Tyr 


Leu 


Thr 


Ser 


Ala 


Lys 


Phe 


Leu 


Leu 


Tyr 


Leu 










20 










25 








30 


Gly 


His 


Ser 


Leu 


Ser 


Thr 


Trp 


Gly Asp 


Arg 


Met 


Trp 


His 


Phe 


Ala 










35 










40 










45 


Val 


Ser 


Val 


Phe 


Leu 


Val 


Glu 


Leu 


Tyr 


Gly 


Asn 


Ser 


Leu 


Leu 


Leu 










50 










55 










60 


Thr 


Ala 


Val 


Tyr 


Gly 


Leu 


Val 


Val 


Ala 


Gly 


Ser 


Val 


Leu 


Val 


Leu 










65 










70 










75 


Gly 


Ala 


lie 


He 


Gly 


Asp 


Trp 


Val 


Asp 


Lys 


Asn 


Ala 


Arg 


Leu 


Lys 










80 










85 










90 


Val 


Ala 


Gin 


Thr 


Ser 


Leu 


Val 


Val 


Gin 


Asn 


Val 


Ser 


Val 


He 


Leu 










95 










100 










105 


Cys 


Gly 


He 


He 


Leu 


Met 


Met 


Val 


Phe 


Leu 


His 


Lys 


His 


Glu 


Leu 










110 










115 










120 


Leu 


Thr 


Met 


Tyr 


His. 


Gly 


Trp 


Val 


Leu 


Thr 


Ser 


Cys 


Tyr 


He 


Leu 










125 










130 






135 


He 


He 


Thr 


He 


Ala 


Asn 


He 


Ala 


Asn 


Leu 


Ala 


Ser 


Thr 


Ala 


Thr 










140 










145 










150 


Ala 


He 


Thr 


He 


Gin 


Arg 


Asp 


Trp 


He 


Val 


Val 


Val 


Ala 


Gly 


Glu 










155 










160 








165 


Asp 


Arg 


Ser 


Lys 


Leu 


Ala 


Asn 


Met 


Asn 


Ala 


Thr 


He 


Arg Arg 


He 










170 










175 










180 


Asp 


Gin 


Leu 


Thr 


Asn 


He 


Leu 


Ala 


Pro 


Met 


Ala 


Val 


Gly Gin 


He 










185 










190 










195 


Met 


Thr 


Phe 


Gly 


Ser 


Pro 


Val 


He 


Gly 


Cys 


Gly 


Phe 


He 


Ser 


Gly 










200 










205 










210 


Trp Asn 


Leu 


Val 


Ser 


Met 


Cys 


Val 


Glu 


Tyr 


Val 


Leu 


Leu 


Trp 


Lys 










215 










220 








225 


Val 


Tyr 


Gin 


Lys 


Thr 


Pro 


Ala 


Leu 


Ala 


Val 


Lys 


Ala 


Gly 


Leu 


Lys 










230 










235 








240 


Glu 


Glu 


Glu 


Thr 


Glu 


Leu 


Lys 


Gin 


Leu 


Asn 


Leu 


His 


Lys 


Asp 


Thr 










245 










250 






"5 C C 


Glu 


Pro 


Lys 


Pro 


Leu 


Glu 


Gly 


Thr 


His 


Leu 


Met 


Gly Val 


Lys 


Asp 










260 










265 








270 


Ser 


Asn 


He 


His 


Glu 


Leu 


Glu 


His 


Glu 


Gin 


Glu 


Pro 


Thr 


Cys 


Ala 










275 










280 








285 


Ser 


Gin 


Met 


Ala 


Glu 


Pro 


Phe 


Arg 


Thr 


Phe 


Arg 


Asp 


Gly Trp 


Val 










290 










295 










300 


Ser 


Tyr 


Tyr 


Asn 


Gin 


Pro 


Val 


Phe 


Leu 


Ala Gly Met 


Gly 


Leu 


Ala 










305 










310 








315 


Phe 


Leu 


Tyr 


Met 


Thr 


Val 


Leu Gly 


Phe 


Asp 


Cys 


He 


Thr 


Thr 


Gly 










320 










325 










330 


Tyr 


Ala 


Tyr 


Thr 


Gin 


Gly 


Leu 


Ser 


Gly 


Ser 


He 


Leu 


Ser 


He 


Leu 










335 










340 










345 


Met 


Gly Ala 


Ser 


Ala 


He 


Thr 


Gly 


He 


Met 


Gly 


Thr 


Val 


Ala 


Phe 










350 










355 








360 


Thr 


Trp 


Leu 


Arg 


Arg 


Lys 


Cys 


Gly 


Leu 


Val 


Arg 


Thr 


Gly 


Leu 


He 










365 










370 










375 


Ser 


Gly 


Leu 


Ala 


Gin 


Leu 


Ser 


Cys 


Leu 


He 


Leu 


Cys 


Val 


He 


Ser 










380 










385 








390 


Val 


Phe 


Met 


Pro 


Gly 


Ser 


Pro 


Leu Asp 


Leu 


Ser 


Val 


Ser 


Pro 


Phe 
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395 



400 



405 



Glu Asp lie Arg Ser Arg Phe He Gin Gly Glu Ser He Thr Pro 

410 415 420 

Thr Lys He Pro Glu He Thr Thr Glu He Tyr Met Ser Asn Gly 

42 5 43 0 43 5 

Ser Asn Ser Ala Asn He Val Pro Glu Thr Ser Pro Glu Ser Val 

440 445 450 

Pro He He Ser Val Ser Leu Leu Phe Ala Gly Val He Ala Ala 

455 460 465 

Arg He Gly Leu Trp Ser Phe Asp Leu Thr Val Thr Gin Leu Leu 

470 475 480 

Gin Glu Asn Val He Glu Ser Glu Arg Gly He He Asn Gly Val 

485 490 495 

Gin Asn Ser Met Asn Tyr Leu Leu Asp Leu Leu His Phe He Met 

500 505 510 

Val He Leu Ala Pro Asn Pro Glu Ala Phe Gly Leu Leu Val Leu 

515 520 525 

He Ser Val Ser Phe Val Ala Met Gly His He Met Tyr Phe Arg 

530 535 540 

Phe Ala Gin Asn Thr Leu Gly Asn Lys Leu Phe Ala Cys Gly Pro 

545 550 555 

Asp Ala Lys Glu Val Arg Lys Glu Asn Gin Ala Asn Thr Ser Val 

560 565 570 

Val 
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Met 


Asp 


Pro 


Thr 


Gly Asn 


Ser 


Ala 


Thr 


Pro 


Gin 


He 


Leu 


Glu 


Leu 


1 








5 










10 










15 


Lys 


Trp 


Ser 


His 


He 


Glu 


Trp 


Ser 


Gin 


Thr 


Glu 


Tyr 


He 


Cys 


Glu 










20 










25 








30 


Asn 


Val 


Gly 


Leu 


Leu 


Pro 


Leu 


Glu 


He 


He 


Arg 


Arg 


Gly 


Tyr 


Ser 










35 










40 










45 


Met 


Asp 


Ser 


Ala 


Phe 


Val 


Gly 


He 


Lys 


Val 


Asn 


Gin 


Val 


Ser 


Ala 










50 










55 










60 


Ala 


Val 


Gly Lys 


Asp 


Phe 


Thr 


Val 


He 


Pro 


Ser 


Lys 


Leu 


He 


Gin 










65 










70 








75 


Phe 


Asp 


Pro 


Gly Met 


Ser 


Thr 


Lys 


Met 


Trp 


Asn 


He 


Ala 


He 


Thr 










80 










85 










90 


Tyr 


Asp 


Gly 


Leu 


Glu 


Glu 


Asp 


Asp 


Glu 


Val 


Phe 


Glu 


Val 


He 


Leu 










95 










100 










105 


Asn 


Ser 


Pro 


Val 


Asn 


Ala 


Val 


Leu 


Gly 


Thr 


Lys 


Thr 


Lys 


Ala 


Ala 










110 










115 










120 


Val 


Lys 


He 


Leu 


Asp 


Ser 


Lys 


Gly Gly 


Gin 


Cys 


His 


Pro 


Ser 


Tyr 










125 










130 










135 


Ser 


Ser 


Asn 


Gin 


Ser 


Lys 


His 


Ser 


Thr 


Trp 


Glu 


Lys 


Gly 


He 


Trp 










140 










145 










150 


His 


Leu 


Leu 


Pro 


Pro 


Gly 


Ser 


Ser 


Ser 


Ser 


Thr 


Thr 


Ser 


Gly 


Ser 










155 










160 








165 


Phe 


His 


Leu 


Glu 


Arg 


Arg 


Pro 


Leu 


Pro 


Ser 


Ser 


Met 


Gin 


Leu 


Ala 










170 










175 










180 


Val 


He 


Arg 


Gly 


Asp 


Thr 


Leu 


Arg 


Gly 


Phe 


Asp 


Ser 


Thr 


Asp 


Leu 










185 










190 










195 


Ser 


Gin 


Arg 


Lys 


Leu 


Arg 


Thr 


Arg 


Gly 


Asn 


Gly 


Lys 


Thr 


Val 


Arg 










200 










205 










210 


Pro 


Ser 


Ser 


Val 


Tyr 


Arg 


Asn 


Gly Thr 


Asp 


He 


He 


Tyr 


Asn 


Tyr 










215 










220 








225 


His 


Gly 


lie 


Val 


Ser 


Leu 


Lys 


Leu 


Glu 


Asp 


Asp 


Ser 


Phe 


Pro 


Thr 










230 










235 










240 


His 


Lys 


Arg Lys 


Ala 


Lys 


Val 


Ser 


He 


He 


Ser 


Gin 


Pro 


Gin 


Lys 
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245 



250 



255 



Thr 


lie 


Lys 


vai 


Aia 


G1U 


Leu 


Fro Gin 


Ala 


Asp 


Lys 


Val 


Glu 


Ser 










1 C f\ 








265 








270 


Thr 


Thr 


Asp 


Ser 


HIS 


Fne 


Pro 


Arg Gin 


Asp 


Gin 


Leu 


Pro 


Ser 


Phe 










^ c 

275 








280 










285 


Pro 


Lys 


Asn 


Cys 


Thr 


Leu 


Glu 


Leu Lys 


Gly 


Leu 


Phe 


His 


Phe 


Glu 










290 








295 










300 


Glu 


Gly 


lie 


Gin 


Lys 


Leu 


Tyr 


Gin Cys 


Asn 


Giy 


lie 


Ala 


Trp 


Lys 










305 








310 










315 


Ala. 


Trp 


Ser 


Pro 


Gin 


mr 


Lys 


Asp Val 


Glu 


Asp 


Lys 


Ser 


Cys 


Pro 










320 








325 










330 


Aia 


biy 


Trp 


His 


Gin 


MX S 


oer 


Gly Tyr 


Cys 


HIS 


lie 


Leu 


He 


Thr 










335 








340 










345 




Gin 


Lys 


Gly Thr 


Trp 


Asn 


Aia Aia 


Ala 


Gin 


Ala 


Cys 


Arg 


Glu 










350 








355 






360 


Gin 


Tyr 


Leu 


Gly Asn 


Leu 


vai 


Tnr Val 


Pne 


Ser 


Arg 


Gin 


His 


Met 










365 








370 








375 


IV -v- j~r 

Arg 


Trp 


Leu 


Trp 


Asp 


lie 


Gly 


Gly Arg 


Lys 


Ser 


Phe 


Trp 


He 


Gly 










380 








385 










390 


Lieu 


Asn Asp 


Gin 


Val 


TJ ^ — 

HIS 


Aia 


Gly His 


Trp 


Glu 


Trp 


He Gly Gly 










395 








400 










405 


pin 


Pro 


Val 


Ala 


Phe 


lii XT 


Asn 


Giy Arg 


Arg 


Gly 


Pro 


Ser 


Pro 


Arg 










410 








415 










420 


Ser 


Lys 


Leu 


Gly 


Lys 


Ser 


Cys 


Val Leu 


Val 


Gin Arg Gin Gly Lys 










425 








430 










435 


Trp 


Gin 


Thr 


Lys 


Asp 


Cys 


Arg 


Arg Ala 


Lys 


Pro 


His 


Asn 


Tyr 


Val 










440 








445 








450 


Cys 


Ser 


Arg 


Lys 


Leu 
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Met 


Pro 


Lys 


Phe 


Lys 


Ala 


Ala 


Arg 


Gly 


Val 


Gly 


Gly 


Gin 


Glu 


Lys 


1 








5 










10 










15 


His 


Ala 


Pro 


Leu 


Ala 


Asp 


Gin 


He 


Leu 


Ala 


Gly 


Asn 


Ala 


Val 


Arg 










20 










25 










30 


Ala 


Gly Val 


Arg 


Glu 


Lys 


Arg 


Arg 


Gly Arg 


Gly 


Thr 


Gly 


Glu 


Ala 










35 










40 










45 


Glu 


Glu 


Glu 


Tyr 


Val 


Gly 


Pro 


Arg 


Leu 


Ser 


Arg 


Arg 


He 


Leu 


Gin 










50 










55 










60 


Gin 


Ala 


Arg 


Gin 


Gin 


Gin 


Glu 


Glu 


Leu 


Glu 


Ala 


Glu 


His 


Gly Thr 










65 










70 










75 


Gly 


Asp 


Lys 


Pro 


Ala 


Ala 


Pro 


Arg 


Glu 


Arg 


Thr 


Thr 


Arg 


Leu 


Gly 










80 










85 










90 


Pro 


Arg Met 


Pro 


Gin 


Asp 


Gly 


Ser 


Asp 


Asp 


Glu 


Asp 


Glu 


Glu 


Trp 










95 










100 










105 


Pro 


Thr 


Leu 


Glu 


Lys 


Ala 


Ala 


Thr 


Met 


Thr Ala Ala Gly His 


His 










110 










115 










120 


Ala 


Glu 


Val 


Val 


Val 


Asp 


Pro 


Glu Asp 


Glu 


Arg 


Ala 


He 


Glu 


Met 










125 










130 










135 


Phe 


Met 


Asn 


Lys 


Asn 


Pro 


Pro 


Ala 


Arg 


Arg 


Thr 


Leu Ala Asp 


He 










140 










145 










150 


He 


Met 


Glu 


Lys 


Leu 


Thr 


Glu 


Lys 


Gin 


Thr 


Glu 


Val 


Glu 


Thr 


Val 










155 










160 










165 


Met 


Ser 


Glu 


Val 


Ser 


Gly 


Phe 


Pro 


Met 


Pro 


Gin 


Leu 


Asp 


Pro 


Arg 










170 










175 








180 


Val 


Leu 


Glu 


Val 


Tyr 


Arg Gly 


Val 


Arg 


Glu 


Val 


Leu 


Ser 


Lys 


Tyr 










185 










190 








195 


Arg 


Ser 


Gly Lys 


Leu 


Pro 


Lys 


Ala 


Phe 


Lys 


He 


He 


Pro 


Ala 


Leu 
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Ser Asn Trp Glu 

Thr Ala Ala Ala 
Leu Lys Glu Arg 
Pro Arg Val Arg 
His Leu Tyr Met 
Trp Phe Lys Gly 
Thr Leu Arg Glu 
Ser lie Pro Val 
Glu Met Glu Tyr 
Leu Asp Lys Lys 
Val Phe His Phe 
Val Leu Trp His 
Ala Asp Leu Ala 
Arg Leu Gin Pro 
Leu Gin Ser Ala 
Val Glu 
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Gin 

215 

Met 

230 

Met 

245 

Asp 

260 

Ala 

275 

He 

290 

Ala 

305 

Leu 

320 

Ser 

335 

Tyr 

350 

Leu 

365 

Gin 

380 

Thr 

395 

His 

410 

Val 

425 



He Leu 
Tyr Gin 
Ala Gin 
Asp Val 
Leu Lys 
Leu He 
He He 
His Ser 
Gly Ala 
Ala Leu 
Gly Phe 
Cys Leu 
Asp Gin 
Pro Gin 
Pro Arg 



Tyr Val 
Ala Thr 
Arg Phe 
Ala Glu 
Lys Ala 
Pro Leu 
Val Gly 
Ser Ala 
Asn Ser 
Pro Tyr 
Arg Thr 
Leu Thr 
Lys Glu 
Leu Ser 
Asp Val 



Thr 
220 
Arg 
235 
Tyr 
250 
Tyr 
265 
Leu 
280 
Cys 
295 
Ser 
310 
Ala 
325 
He 
340 
Arg 
355 
Glu 
370 
Leu 
385 
Ala 
400 
Pro 
415 
Glu 
430 



Glu Pro 
He Phe 
Asn Leu 
Lys Arg 
Phe Lys 
Glu Ser 
He He 
Met Leu 
Phe Leu 
Val Leu 
Lys Arg 
Val Gin 
Leu Leu 
Glu He 
Asp Val 



Glu Ala 
Ala Ser 
Val Leu 
Leu Asn 
Pro Gly 
Gly Thr 
Thr Lys 
Lys He 
Arg Leu 
Asp Ala 
Glu Leu 
Arg Tyr 
Glu Leu 
Arg Arg 
Pro He 



Trp 

225 

Asn 

240 

Leu 

255 

Phe 

270 

Ala 

285 

Cys 

300 

Cys 

315 

Ala 

330 

Leu 

345 

Leu 

360 

Pro 

375 

Lys 

390 

Leu 

405 

Glu 

420 

Thr 

435 
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<400> 26 

agtggctgag 

ccgtcccctg 

tcaggcccga 

ctgcttggtg 

gagccgagcc 

tggccagttc 

gaaattagtt 

aaaaggaaaa 

catctctcat 

tgatataatg 

gaaaagaaag 

tcagctggat 

tgttggacta 

tataggccaa 

ggcatttgag 

cgatggatct 

atttactatt 

tccttcattt 

gtcatgatga 

actgaaaaat 

cagaaacttt 

tacatgttta 

ttaaagtgat 

atttaaatgc 

ttttcttggc 



tcgggggcgg 
cgcacggacg 
gatagcggcg 
ccatccatgg 
gaatggctgc 
gtctttgccc 
gcagagaaat 
ccagttcttg 
caaggagact 
aagactagtt 
tttaccaaca 
atgttttata 
ggatttgaat 
gtttataaag 
gaaagcaaaa 
agacatcagg 
ctcaacttta 
tgggactgtt 
ttccctgagt 
aaatgcttgt 
tccaattaaa 
cctctttctt 
acatgctaac 
tatctttcaa 
aaatgaatcc 



gctgggaggg 

ccgggaagaa 

aggtccgc tt 

agggcgtgcg 

tggcagtgcg 

gggacgctaa 

tgaatatccc 

caaaggactc 

atgcagtgct 

ttccaggtcg 

aagaatggga 

ggaattgggc 

tgcagcggct 

aaacacgttt 

tagatgagca 

atgttccatc 

atgatttaat 

tttgcttcac 

aacaaaggga 

ttagtatcaa 

aaaaaaaagc 

tcctaaattg 

tgtagaaaaa 

agataactac 

atattgacat 



ctgtcggtgg 
gggggtgggg 
tcagtgtatg 
ctgggccttt 
atcgattcag 
ggcagccatg 
ttggaatcat 
atcgaatcct 
tgctgctgaa 
tggttcaatt 
aacaatcaga 
acttaaggaa 
tgaatttgat 
attcctggat 
ccattttgtt 
tcaggatgat 
gtcatctgcc 
agaagaaatt 
aatgaaaact 
attttatttc 
agacttctgg 
cattgaattg 
aatagaaaat 
tcttaaaacc 
atttgatttt 



gccagtctgc 
ccacgtttgc 
gttttccctg 
tcctgcggca 
cccgaggaga 
gctggtcgtc 
attcgtttgc 
tacccgaatt 
cctgagctgc 
ccagaattct 
agctttaagg 
agcttcataa 
ctatctccat 
ggagaggaag 
gcagttgctc 
tccaaaccaa 
gttcccatga 
ccaatacgaa 
gtttgtgatc 
acgaaagttt 
ttcaagatag 
ataggaagga 
gcacataagc 
ttgagtatct 
tttaaaaaca 



gtacgacggc 
gtccgcgcca 
ccaaacggtt 
cttggctgcc 
aggagcgcat 
tgatgataag 
aaagaactgc 
tcaactttaa 
aagttggaat 
ttcatattat 
atgagtggac 
aagccattgg 
taaacttgga 
aaaaagaatg 
t taggaaacc 
cccagaggca 
cacctgaaga 
atggtacaaa 
ttccgtattc 
ttttaaagaa 
ctcactggaa 
tggcggaatc 
aaaaggaaac 
tttcagacct 
tggaaacgta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
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V 



WO 00/68380 

ctgttttgta 

aactttttgt 

ccagaggtaa 

acacagggtt 

gttttgcctt 

tacatctttg 

tatccatgag 

cttagatcag 

ctctgttgaa 

ttcccataag 

atctgcagtt 

atgcttaatt 

tagggcttta 

cccctgccag 

tgtaattaaa 

tgttatgtca 

tgtttttacc 

taagatgcca 

ttggagttaa 

ttaaaagcgt 

atgttttttt 

caagtagcat 

gaaaaacttt 

aaaaaaaaaa 



PCT/US00/12811 



aattcttttt 
ggttctaatg 
cagtgtccaa 
caggggtgtc 
aggctattcc 
taaaattgta 
gaagattttt 
gttacagaga 
aagaaagaag 
aaaggtttac 
tattactaca 
atgtccttga 
attatacaat 
aatactcctt 
aaatggtatg 
gtattgttat 
tgttttcgtt 
ggaccatcat 
actcttaagt 
gcaaattgta 
ttttatttta 
ttataataga 
gtcttgtcat 
aaa 



aactgcacat 
tactctgttg 
atataattgg 
attaaagaca 
acctctcgat 
tctcaaaggc 
aacaaaagcc 
aaggcaatgt 
ctaagctagg 
cataatttac 
agcagtggca 
gaaagtttct 
ttacccctct 
ggtcaattgt 
tcatttttaa 
tggcttttcg 
ttagcaagta 
attgatgaca 
atcaagaagt 
taaaattagg 
ttaagcatgc 
ggaagtattg 
tataataata 



ctactgttca 
tatagctaat 
cctaagtaac 
cactttttct 
cacaagagct 
agaaaaggcc 
tccagaagac 
ctgacat ttc 
tgtgaagaat 
tcactttttt 
gagtgaatgt 
aaaagtggaa 
aattagtact 
aggtattctt 
aatttgtatt 
tattcctctt 
gtacttaatt 
aaaatctatt 
aaaataattt 
tacttcgatt 
ccagttatgc 
ttatccctag 
aaaaaatgaa 



taaatatacc 
acaagttagg 
cuaggaaact 
gccttgacct 
gctgctataa 
atttcgtctc 
ttcccctcag 
tggtctccgt 
ggaattggaa 
ctgtgttaga 
ccttgtacat 
tgantggttt 
atatgtatgt 
tttggtttaa 
tctttcatta 
aacgtgaacc 
taaagtgtga 
atgtggttgt 
cattgtttct 
agtaaaagaa 
caagcatagt 
catgagtgta 
catttattat 



tctgtaacat 
atgcttttgg 
gtttgacata 
cagctggttt 
cttccagttt 
tcatttgttt 
tttccattga 
tagaagtaga 
gcccactgcc 
cattttgact 
tttgagttac 
gactggttca 
gacttccctc 
t ttttgccaa 
caaataagat 
gtctgttcat 
acttaatata 
agtgcacgtc 
gttactaaca 
aaaaatttga 
aaataaaggt 
atggtgatat 
ggaatttcaa 



1560 
1620 
1680 
1740 
1800 
I860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2893 



<210> 27 

<211> 2276 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1258888CB1 



<400> 27 

gcgagtggag cggaggaccc gagcggctga 
ggggtccggc cggcgccctc ccgagggggg 
aatgcctctg ccctggagcc ttgcgctccc 
cgggaacgcg gccagtgcaa ggcatcacgg 
ctgtcactat ggaactaaac tggcctgctg 
ctgtgaagct acatgcgaac ctggatgtaa 
cagatgcttt ccaggataca ccgggaaaac 
gaaaccccgg ccatgccaac acagatgtgt 
cctcagtggc cacatgctca tgccagatgc 
gataaactgt cagtacagct gtgaagacac 
ctcaggactc cgcctggccc caaatggaag 
tggtaaagtc atctgtccct acaatcgaag 
caaatgtcac attggtttcg aactgcaata 
aaatgaatgt actatggata gccatacgtg 
agggtccttc aagtgtaaat gcaagcaggg 
tatccctgaa aattctgtga aggaagtcct 
caagaagttg cttgctcaca aaaacagcat 
cccagaaccc accaggactc ctacccctaa 
gatagtttcc agaggcggga actctcatgg 
agaggggctt gaggatgaga aaagagaaga 
aagcctgcga ggagatgtgt ttttccctaa 
tctggtccaa aggaaagcgc taacttccaa 
ggttgactgc agcttcaatc atgggatctg 
tgactggaat cctgctgatc gagataatgc 
ggcaggtcac aagaaagaca ttggccgatt 
aagcaacttc tgtttgctct ttgattaccg 
agtgtttgtg aaaaacagta acaatgccct 
aaagtggaag acagggaaaa ttcagttgta 
ttttgaagca gaacgtggca agggcaaaac 
tgtttcaggc ttatgtccag atagcctttt 
atatttgact ttgtatgtca gttccctggt 
cattttagaa ttactagctg aaaaattgta 



ggagagagga ggcggcggct tagctgctac 60 
ctcaggagga ggaaggagga cccgtgcgag 12 0 
gctgctgctc tcctgggtgg caggtggttt 180 
gttgttagca tcggcacgtc agcctggggt 240 
ctacggctgg agaagaaaca gcaagggagt 3 00 
gtttggtgag tgcgtgggac caaacaaatg 3 60 
ctgcagtcaa gatgtgaatg agtgtggaat 420 
gaatacacac ggaagctaca agtgcttttg 480 
tacgtgtgcg aactctagga catgtgccat 540 
agaagaaggg ccacagtgcc tgtgtccatc 600 
agactgtcta gatattgatg aatgtgcctc 660 
atgtgtgaac acatttggaa gctactactg 720 
tatcagtgga cgatatgact gtatagatat 780 
cagccaccat gccaattgct tcaataccca 840 
atataaaggc aatggacttc ggtgttctgc 9 00 
cagagcacct ggtaccatca aagacagaat 960 
gaaaaagaag gcaaaaatta aaaatgttac 1020 
ggtgaacttg cagcccttca actatgaaga 1080 
aggtaaaaaa gggaatgaag agaaaatgaa 1140 
gaaagccctg aagaatgaca tagaggagcg 1200 
ggtgaatgaa gcaggtgaat tcggcctgat 1260 
actggaacat aaagcagatt taaatatctc 1320 
tgactggaaa caggatagag aagatgattt 1380 
tattggcttc tatatggcag ttccggcctt 1440 
gaaacttctc ctacctgacc tgcaacccca 1500 
gctggccgga gacaaagtcg ggaaacttcg 1560 
ggcatgggag aagaccacga gtgaggatga 1620 
tcaaggaact gatgctacca aaagcatcat 1680 
cggcgaaatc gcagtggatg gcgtcttgct 1740 
atctgtggat gactgaatgt tactatcttt 1800 
ttttttgata ttgcatcata ggacctctgg 1860 
atgtaccaac agaaatatta ttgtaagatg 1920 
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cctttcttgt 
gtcatttctg 
tcctcagtat 
aaaatagaaa 
aaactatgac 
aacttgtata 



ataagatatg 
aatctttcca 
atctgatttg 
aaaaagcaca 
atcaaagata 
tttaaattct 



ccaatatttg 
cattatatta 
tataagtaag 
gagaaatgtt 
gacttttgcc 
ttgtaataat 



PCT/US00/12811 



ctttaaatat 
taaaatatgg 
ttgatgagct 
taactgtttg 
taagtggctt 
aatatccaaa 



catatcactg 
aaatgtcagt 
tctctctaca 
actcttatga 
agctgggtct 
tcatcaaaaa 



tatcttctca 1980 
ttatctcccc 2040 
acatttctag 2100 
tacttcttgg 2160 
ttcatagcca 2220 
aaaaaa 227 6 



<210> 28 

<211> 2016 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1375891CB1 



<400> 28 

gaaaaggtac ccgcgagaga cagccagcag 
gggctgtctc tggggtctgg ctctgcccct 
tgggagctct gcaggcccca gcacccgcag 
agaagtgccc gctatgactc tagcaccggg 
cgctgagacc tcttctaggg cctcaacccc 
gggagccaag agaatttccc ctgcaagaga 
cttcatggtg ctgatcgcca cctccgtgga 
agctggaatg accacagttc agaccatcac 
caccctttgc accgatgaca gctctgaaga 
attggctcac acctccacag aagctaaggg 
cggcccccat ccagtcatca ccccgtcacg 
cccccatcca gtcatcaccc cgtcacgggc 
ccatccagtc atcaccccgt catggtcccc 
cctggtgact gtcacaaaca tcgaggttat 
aacttccagc atccctgggg cctcagacat 
ctcgtccacc tccgatccac cagctctgcc 
tgaggtcaca gcctctgccg agaccctgtc 
tcatgccacg gttgggaccc cactccccac 
acccggggcc acgaccctca gtggagctct 
aacctcagcc ctctctgttg agacaccaag 
ctccatagag gctgggtcag cagtgggcaa 
ctcctacagc ccctcggaag ccgccctcaa 
ggacatcgca accaaggggc ccttccccac 
gactacaacc aacagcagcc gagggacgaa 
gaagaccacg atgaagcccc aacagccacg 
gacgtgagtg caggtgaaaa tggaggtttc 
gaagacctca ctgaccccag agtggcagaa 
cacgcccacg cgcctcactt ccaggtctcc 
tcagctgcag ccaggcatgt cccgtatgcc 
ccaccgacag actgcagctg cgttactgtg 
ggcagcatgt ccaagcccct gaccccagat 
ggagtgtatg tgtggggagg ggcttcacct 
gcacatgttc tgtgtttcag taaagagaga 
gcattaaaat tcactcagtg tggcccaaaa 

<210> 29 
<211> 2520 
<212> DNA 

<213> Homo sapiens 



ttctgtggag cagcggtggc cggctaggat 60 
tttcttcttc tgctgggagg ttggggtctc 120 
agcagacact gcgatgacaa cggacgacac 18 0 
ccacgccgct ctggaaactc aaacgctgag 24 0 
agccggcccc attccagaag cagagaccag 3 00 
gaccaggagt ttcacaaaaa catctcccaa 360 
gacatcagcc gccagtggca gccccgaggg 42 0 
aggcagtgat cccgaggaag ccatctttga 480 
ggcaaagaca ctcacaatgg acatattgac 54 0 
cctgtcctca gagagcagtg cctcttccga 600 
ggcctcagag agcagcgcct cttccgacgg 660 
ctcagagagc agcgcctctt ccgacggccc 720 
gggatctgat gtcactctcc tcgctgaagc 780 
taattgcagc atcacagaaa tagaaacaac 84 0 
agate tcatc cccacggaag gggtgaaggc 9 00 
tgactccact gaagcaaaac cacacatcac 960 
cacagccggc accacagagt cagctgcacc 1020 
taacagcgcc acagaaagag aagtgacagc 1080 
ggtcacagtt agcaggaatc ccctggaaga 1140 
ttacgtcaaa gtctcaggag cagctccggt 12 00 
aacaacttcc tttgctggga gctctgcttc 1260 
gaacttcacc ccttcagaga caccgaccat 1320 
cagcagggac cctcttcctt ctgtccctcc 1380 
cagcacctta gecaagatea caacctcagc 1440 
cccacgactg cccggacgag gccgaccaca 1500 
ctcctcctgc ggctgagtgt ggcttccccg 1560 
aggctgatgc agcagctcca ccgggaactc 1620 
ttactgcgtg tcaggagagg etaaeggaca 1680 
aaaagagggt gctgccccta gcctgggccc 1740 
ctgagaggta cccagaaggt tcccatgaag 1800 
gtggcaacag gaccctcgct cacatccacc 1860 
gttcccagag gtgtccttgg actcaccttg 1920 
cctgatcacc catctgtgtg cttccatcct 1980 
aaaaaa 2 016 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1524355CB1 



<400> 29 

caagatggcg getggeggag ctgtcgctgc 
gctacacaag tggagctcct tttcctccac 
accaaatgac caatcttcaa gatggtcttc 
tctaaagctc gaaaggcctg ctatagttca 
tcatgtttgc aatttgaaga aatttaaagt 



ggcgcccgag tgccggcttc tcccctacgc 60 
ctaccttccc gagaacattt tagtggacaa 12 0 
agagagcaac tatcctcccc agtacttgat 180 
gaatatcaca tttggaaaat atgagaaaac 24 0 
ctttggtgga atgaatgaag aaaatatgac 3 00 
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agagctgttg 

taaaattgat 

gggacccagc 

tatagtacaa 

ttgcctaaaa 

aaccaagatt 

gggtgatttt 

tcagtatatc 

caaaggtgat 

tgttcaaaca 

cttctgggcg 

agagaatggt 

aatctacaca 

tgacttctat 

tgctgatgga 

tatgatctac 

agccagtgaa 

acttcttcga 

ctgcatgtta 

gacctatttg 

agatggcacc 

tattgatcca 

gagggaagaa 

ttgtgtctat 

agaaccatgt 

ct tatt tggt 

gtcactgaag 

aagaaaacac 

acaaaatgat 

gctcctggca 

tgtggatcac 

tgacagcatg 

tcactggaca 

ctgactgaca 

ccatcacaag 

attcctaaat 

atatatttnt 



PCT/US00/12811 



tccagtggct 
gaacagatgt 
tttaacttta 
ccttgtctca 
cacttcagac 
gcactggaac 
gatgcttgcg 
agtcaacagg 
ggggaagata 
gagactgttt 
tacagtgtga 
cctagtgcca 
ttggggcgtt 
cgttatgaca 
gggccgaaat 
acttttggtg 
ccacaattca 
gaggactcct 
ttccactcaa 
aatgatttct 
aagaaagact 
gaactgaatg 
aatgttagaa 
aagaatgatc 
ccaaggtttg 
gggaatccag 
ttgtgtagac 
aggtttgaag 
ctttatataa 
tcagctctat 
acctatgctc 
actcctccta 
cagaaatgga 
gtaaagctgc 
tttttaccct 
taggctaata 
tcttacttta 



taaagaatga 

tcccttgtcg 

gcatctggta 

actggtatag 

aacacaacta 

atcccatgtt 

aagagttgat 

aatataagcc 

accgtccagg 

atttgtttgg 

aggagaacca 

gatcgtgtca 

acttggattc 

ttgatacaaa 

tggtgtttga 

gtagaatttt 

gtggcttgtt 

gtaatgctgg 

aaaatcgttg 

ttagttatga 

ctgggatggt 

aaatacacgt 

attcattc tg 

aagctgcaaa 

cccatcagct 

gaaaatcttg 

ct tcaaaaga 

aaaaggccca 

ctgtggatca 

tcaaatctgg 

aaagaactca 

aaggcaacct 

aaacaggagt 

agtgattgag 

cttccctcat 

aagtgaaatt 

tcttttaaga 



ttataacaaa 

at tcatcaaa 

tgtcgaactt 

caagtaccgt 

tacagaagct 

aacagatatt 

tgaaaaggct 

acgatggagt 

aatgagagga 

tggctgggat 

gtggacatgt 

taaaatgtgc 

ctctgtgagg 

cacatggatg 

tcatcagatg 

gacttgtaat 

tgctttcaac 

gcctgaggac 

cttatatgta 

tgtggactct 

tccaatgaca 

cttatctgga 

gatttatgac 

ggataatcca 

tgtatacgat 

ctctccaaag 

ttatttactg 

agtggatccc 

ttcagaccca 

ttcagatttt 

gctctttgac 

ggtagacctc 

cgattttccg 

gactgcacca 

gcctgacctc 

ggtatacttt 

attaatgagt 



gaaacattca 

acagttccac 

agtggcattg 

gaacaggaag 

t ttgagtcac 

catgacaagc 

gtaaatgatg 

caaatcattc 

ggccatcaga 

ggaacacaag 

atctctagag 

attgatattc 

aacagcaaat 

ttactaagtg 

tgtatggact 

ggcagcgtag 

tgtcaatgtc 

atccagtctc 

t ttggtggcc 

gatcatgtag 

ggatttacac 

c tcagcaaag 

attgtgagga 

actaaaagtc 

gagctacaca 

atgagattag 

aggcattgca 

cttagtgctc 

gaagagacaa 

acagctctgg 

accttagtaa 

atcacactgt 

tcttttggat 

gagttctgaa 

aaccccgctc 

ccagttaaat 

ataaaagcaa 



ccttgaagca 

tcttgtcctg 

atgatcctga 

ctattcgcct 

tgcaaaagaa 

tggtgttgaa 

gcttgttcaa 

ccaaaagtac 

tggttattga 

atcttgctga 

acactgaaaa 

aacggaggca 

ctctgaaaag 

aggatactgc 

cagaaaaaca 

atgacagcag 

aaacctggaa 

gaataggaca 

agcgatcaaa 

acataatatc 

agagagcaac 

ataaggaaaa 

atagttggtc 

ttcaggaaga 

aggttcatta 

atgact tctg 

agtacc teat 

tgaaatattt 

aagagtttca 

gcttttctga 

atttctttcc 

aactgaagag 

tgcagctcca 

gggatcttaa 

tcctcatcct 

atatatatat 

aattaggcag 



360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 



<210> 30 
<211> 1954 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



1598937CB1 



<400> 30 

ccgagttatg 

gaggecagag 

gcgtcatctg 

ttggacaccc 

gtgctgcggg 

tttctgggag 

gtgeggggae 

gcagttggct 

cacactggag 

cctggaggtg 

gggggctttc 

cttccgcaag 
aagctaccac 
ggcagacagc 
tgecaaggag 
ctacactcca 
gcgccagcgg 
ttccagcagt 
cagtgacgaa 



cagctccggg 
gcgcgtacct 
gaagcaggca 
gggtccttga 
gacaccatgg 
gctggcaact 
ctggtcagct 
gactgggccc 
aaggcctggc 
egggagaage 
caccggcctg 
gcccagaagc 
gcagcccgga 
gccgtctccc 
gecgagaaga 
cgctacatgg 
cttcttttct 
gagaagttcc 
gaggatctgc 



eggcaagggg 
ctgggcgccg 
ccccggccgg 
agtgatctct 
ctccagaaga 
acaggcgcac 
gcttccagga 
gaaagtggag 
atgccttttt 
tgeaagggea 
tgctgggcgg 
cctggctgaa 
aggatgagaa 
aggagcagct 
caaaagctca 
aggacatgga 
tcaaggatat 
atgaactcca 
gctggtggcg 



tcctgtcgag 
agctctggag 
caggcagagt 
aggccccagc 
ggacgctgga 
ggtacagegg 
gcgcgcccgc 
ggggaccgtg 
cacggcggct 
ggacagtgag 
cttccgcgag 
gaggctgaag 
gaccgcccag 
gcgcaaactg 
gtatgagcag 
acaggecttt 
gctgctcacc 
ccgtgacttg 
cagcacccac 



gggcgcggtc 
tggaggctgg 
cacggtggca 
cccaaatccg 
ggggaggect 
gtggaggacg 
atcgagaagg 
gagaagggee 
gageggctga 
cgggtgcgcg 
ageegggegg 
gaggttgagg 
acgagggaga 
caggaaeggg 
acgctggcag 
gagacctgcc 
ttacaccagc 
caccagggca 
gggecaggea 



cataagggtt 
ggttcggagt 
gcattgagag 
ccaccattcc 
tagggggcag 
ggcaccggct 
cttatgccca 
cccagtatgg 
gcgcgctgca 
cctggcagcg 
ccgaggaegg 
cttccaagaa 
gccacgcaaa 
tggaacgctg 
agetgeateg 
aggccgccga 
acctggacct 
ttgaggcagc 
tggccatgaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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ctggccacag ttcgaggagt ggtccttgga cacacagagg acaatcagcc ggaaagagaa 1200 

gggtggccgg agccctgatg aggttaccct gaccagcatt gtgcctacaa gagatggcac 1260 

cgcaccccca ccccagtccc cggggtcccc aggcacgggg caggatgagg agtggccaga 1320 

tgaagagagt ccccggaagg ctgccaccgg ggttcgggcg agggcactct atgactacgc 1380 

tggccaggaa gctgatgagc tgagcttccg agcaggggag gagctgctga agatgagtga 144 0 

ggaggacgag cagggctggt gccaaggcca gttgcagagt ggccgcattg gcctgtaccc 1500 

tgccaactac gtggagtgtg tgggcgcctg agtgtcctga cagcccttct gcaacgttta 1560 

cccaccctgg ttcagagccc agcttctcct ggagagccgg accctcaggg ccctgaaccg 1620 

tcgctctctg gctgctcctc tgtcccttga gggaggaagt cctgggaccc agggagggga 1680 

ggggcctttg tctagggaag ggactggtag ggaagggacg agtctaggct gagggcaaga 174 0 

tgggaggtca gaggtgacag aagcgttcag gggtgcctgg gcctccccag gagctgtgga 1800 

ctcagttcct gacctctgct ttggggttcc tggggtgggc ttggggtgag tgtagttctg 1860 

gcctagcagc accctcttgt ggcttgttct agcgtgtatt aaaacttgac acacacccac 1920 
acacaaaaac aaaaacacca aaaaaaaaaa aaaa 1954 

<210> 31 

<211> 1817 

<212> DNA 

<213> Homo sapiens 

<220> 

<2'21> mis cofeature 

<223> Incyte ID No: 1725801CB1 



<400> 31 

gacgcggtga ggagacggcc cacggcgccc 
cgtggcctac gagggtcccc agcctgggta 
gtcccagctg tgctctgggg cctcagcctc 
cagccctctc cacctcccca gtcttctccc 
cggggactgg ttgacagctt taacaagggc 
ggtggaaaca ctgcctggga ggaagagaat 
ctggtagagg tgctggaggg tgtgtgcagc 
gagctgagtg aggagctggt ggagagctgg 
ctcttccagt ggctgtgctc agattccctg 
ccctcctgcc ttccctgtcc tgggggaaca 
gaaggagaag ggacacgagg gggcagcggg 
gaggcctgtg gccagtgtgg ccttggctac 
gtatgttcgg cttgt tttgg cccctgtgcc 
ttgcaatgca agaagggctg ggccctgcat 
ggcacagagg gagccaactg tggagctgac 
gagtgccgag actgtgccaa ggcctgccta 
aagaagtgta gccctggcta tcagcaggtg 
gagacagagg tgtgtccggg agagaacaag 
tgcatctgtg ccgagggcta caagcagatg 
gagtcagcag gcttcttctc agagatgaca 
ttctttggca tcatcatctg tgcactggcc 
accgccatct tcattggggc tgtggcggcc 
gaccgtgtgc tggagggctt catcaagggc 
cctcccaccc acgctgcccc cagagcttgg 
ttggtttatt tttgagagtg gggtaagcac 
cccaggcccg ggcagacaag gcccctgggg 
agctcttcac ctggcgggga ctggcaggct 
ttaatggtgg ctgctagagc tttggcccct 
gggccatcac agctccctcc tgccagctgc 
catccccaca ccccattgcc acttatttat 
aagttaaaaa aaaaaaa 

<210> 32 

<211> 2694 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 173 0482CB1 

<400> 32 



gcgggctggg gcggtcgctt cttccttctc 60 
aagatggccc catggccccc gaagggccta 12 0 
ttcctcaacc tcccaggacc tatctggctc 180 
ccgcctcagc cccatccgtg tcatacctgc 240 
ctggagagaa ccatccggga caactttgga 3 00 
ttgtccaaat acaaagacag tgagacccgc 3 60 
aagtcagact tcgagtgcca ccgcctgctg 420 
tggtttcaca agcagcagga ggccccggac 480 
aagctctgct gccccgcagg caccttcggg 540 
gagaggccct gcggtggcta cgggcagtgt 600 
cactgtgact gccaagccgg ctacgggggt 660 
tttgaggcag aacgcaacgc cagccatctg 720 
cgatgctcag gacctgagga atcaaactgt 780 
cacctcaagt gtgtagacat tgatgagtgt 84 0 
caattctgcg tgaacactga gggctcctat 900 
ggctgcatgg gggcagggcc aggtcgctgt 960 
ggctccaagt gtctcgatgt ggatgagtgt 1020 
cagtgtgaaa acaccgaggg cggttatcgc 1080 
gaaggcatct gtgtgaagga gcagatccca 1140 
gaagacgagt tggtggtgct gcagcagatg 12 00 
acgctggctg ctaagggcga cttggtgttc 1260 
atgactggct actggttgtc agagcgcagt 1320 
agataatcgc ggccaccacc tgtaggacct 1380 
gctgccctcc tgctggacac tcaggacagc 1440 
ccctacctgc cttacagagc agcccaggta 1500 
taaaaagtag ccctgaaggt ggataccatg 1560 
tcacaatgtg tgaatttcaa aagtttttcc 1620 
gcttaggatt aggtggtcct cacaggggtg 1680 
atgctgccag ttcctgttct gtgttcacca 1740 
tcatctcagg aaataaagaa aggtcttgga 1800 

1817 



30/43 



WO 00/68380 

gacctagtgt 

ctccaaccat 

tggtggatgg 

acagcactgt 

agttcactga 

ttcttgatgc 

ttaagtatgt 

aggttatcgt 

agatgcaatt 

agttggttag 

acgcctttaa 

cctgtccagt 

ttggtttggt 

tcaatgtgtt 

acttgcaccc 

ctgacactcc 

tggttggggt 

gtggggattt 

gctttcacaa 

agcaagtggg 

tgctagggaa 

agatgtttga 

caggcctgag 

ccaatgaagt 

agggccagca 

tgccaggacc 

tgcccggaat 

gtatcccagg 

cgggaaagga 

cccctggagt 

gtgtccctgg 

tgagatcagt 

ctgccatcct 

ctggggagcc 

caccaggctt 

gtatcaaagg 

gaccagcagg 

gaccaagagg 

ctggatattg 

agccagagtt 

tctgatagcc 

gagaaaatgt 

cctaaatctc 

ttttaaaaag 

ggcatgtcag 




7 *Q6i2Q2 



PCT/US00/12811 



gagcataatg 
tccaccagca 
atcctggagc 
tggagccctg 
tgatcccaga 
aattaaacac 
tcgagatacc 
ggttataact 
agatggctat 
cattggcagt 
gaaaatcgaa 
ggtacacaag 
tgaaaaagat 
tccatgttac 
agaaggattg 
acaggagcca 
tattttagac 
tcaaactgtt 
gctacacatt 
tgagaaggca 
aatggttcga 
tattgtttgc 
agatgatgag 
ggctctggga 
aggtgaaccg 
tcagggtcca 
gccaggagaa 
aggcgttggt 
tggatcctcg 
cccagggatc 
agcaaagggg 
ggcgcgtcaa 
caaccagatt 
tgggaggcca 
ccccggaaat 
agaaaaagga 
accttcaggg 
cccaccaggt 
tgacccctca 
cacccctgtc 
tcaggagaaa 
tgttatgtgg 
ctccttggat 
ttcccttaat 
ataatttgtt 



gaaaaaacac 

aaagaagtat 

attggagatg 

aacaagattg 

acagaattta 

atttcataca 

ttgttcac tg 

gatggaagat 

agcatttttg 

aagcccagcg 

gatgagttaa 

gatggcat tg 

ttttcatcag 

caactccata 

ccctccgact 

tttgctcttt 

aatggtggga 

actttcgaag 

gttgtcagtg 

atgaacgcat 

tcaagaggac 

tccacatcat 

tcttgcccag 

ccagcgggcc 

ggtccaaagg 

cctggacctc 

aaaggagaga 

tcaccaggac 

ggacctccag 

acaggaagca 

gaacgaggag 

gtatgcgaac 

cccagccact 

ggctcacctg 

gcaggcgtgc 

aatccaggcg 

gagagtcggc 

catctggggg 

tcatgttctg 

caagatgagc 

tttgaagacc 

tttgtatgct 

aatgttaata 

ctatgacatg 

tttccagaga 



aatcacttcc 
gtaaggcggc 
aaaatttcaa 
gcacagatgg 
aactaaatgc 
aaggaggaaa 
cagagtcagg 
cacaagatga 
caattggtgt 
cacgccatgt 
ttacttttgt 
atcttgcagg 
tggaaggggt 
aagatgccct 
acacaatcag 

gggagatttt 

aaactctaac 
gacctgaaat 
agactttggt 
cagctaatat 
caggtggaaa 
gggccaatac 
accttcccca 
caccaggtgg 
gaccagatgg 
aaggaccaag 
aaggagatac 
gtgatggctc 
gaccaccagg 
tgggaccgca 
agcggggtga 
agctcatcca 
cctcatccat 
gagcccctgg 
cagggacccc 
ttggaaccca 
ctggcagccc 
ttcctggacc 
cctatggtgt 
tggaagccat 
aactgcaaga 
acttttgggg 
ttattattat 
gtagcaatga 
agagagctca 



tacacgacca 

caaggctgac 

taagatcatc 

aacccaagtt 

ttacaaaacc 

tacaaaaaca 

tacaagaagg 

tgtgaacaaa 

ggccgatgca 

cttctttgtg 

ctgcgaaaca 

atttaagatg 

t tctatggag 

ggtttcccag 

ttttctattc 

aaataaaaat 

atatttcaac 

taggaaaatt 

caaagtggtt 

cacgtcagat 

c tctgcaccg 

agacaaatgc 

ttcctgctcc 

tccaggactc 

ccctcggggt 

tggtctgtcc 

tggccttcca 

accaggccag 

gccaataggc 

aggcgccctg 

cctgcagtct 

gagtcacatg 

ccggactgtc 

tgaacaagga 

aggagaacga 

aggtccaaga 

tgggccccct 

ccaaggtcct 

gagagctccc 

ggaactgtgg 

actcttaagg 

ggcagggctc 

tattaacaaa 

tttccctttg 

aagaggaatt 



ccaacttttc 

ctggtattta 

agctttctat 

gcaatggttc 

aaagagactc 

ggaaaagcaa 

ggcatcccaa 

atctccaggg 

gattactcgg 

gatgactttg 

gcatcagcaa 

atggaaatgt 

cctggtacct 

ccaaccaggt 

cggattcttc 

tctgacccat 

tatgaccaga 

ttttatggaa 

attgactgca 

ggtgtagaag 

ttccagttac 

tgtgaacttc 

tgttctgaaa 

cgaggaccaa 

gaaattggtc 

attcaaggaa 

ggtccacagg 

aggggccttc 

attcctggca 

ggaccacctg 

caagccatgg 

gccaggtaca 

caagggcctc 

cccccaggca 

ggtctaactg 

ggcccccctg 

ggctctcctg 

tctggccagc 

catccagatc 

ggccctggag 

aatcttgttt 

atttcagcag 

aaatatatat 

gtgtcttaat 

ggga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2694 



<210> 33 
<211> 1149 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1810058CB1 



<400> 33 

cagtatctgg 

ttcttcacag 

ttcagagtct 

cacagggaac 

ccccggtcac 

cgatgcagga 

gggagaacga 

aagaggatcc 

cc tccgagga 

tggtcctgag 

catgggccct 



gtccagcctg 
tggcctccta 
gtcatctgaa 
ataaactcac 
aatggtctgc 
gaaccaggac 
ggagcagatg 
ccaggaaaac 
gagactgggc 
gggccaaggg 
attggaaagc 



cagccttagg 
gaaaaacaag 
ccatgaggat 
aggacacctg 
ctggaagaga 
gtcctggcag 
gaaaagttga 
atggccccaa 
ctcaggggca 
gcaacattgg 
ctggtcccaa 



gtccaggtga 
accctgactc 
ctggtggctt 
caggcaaggg 
tggacgagac 
cccggggaag 
agcaaaaggc 
ggggcttgca 
gaaggggaat 
gcctttgggc 
gggagaagct 



tgttaccgtg 
aaagaacacc 
ctgcttgcca 
caccctggaa 
ggagcgaagg 
gatgggacga 
atcaaaggtg 
gggcccatgg 
aagggtgacg 
ccaactggtt 
ggacccacgg 



tgtgtggccc 
tctcactaca 
ttgaaatctg 
tccctgggaa 
gtgacaaagg 
gtggagagaa 
atcaaggctc 
gagagaaagg 
tgggtcccac 
taccgggccc 
ggccccaggg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
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tgagccagga 
cggtgagac t 
gtttccttct 
gaatgttcag 
cgtgagctct 
gatgtggctg 
tgacacaact 
atctgccaga 
attaattca 



PCT/US00/I2811 



gtccggggaa 
ctagtcttgc 
tcagatgtgc 
gtgtctttgg 
gaggaccagg 
caggtgacag 
ttcacagggt 
ccatccatca 



taagaggctg 
caaaaagtgc 
ccattaaatt 
tcaaaaacgg 
cctctggcag 
gaggagagag 
tccttctgtt 
gaatcagctt 



gaaaggagat 
tttcactgtg 
tgataagatc 
agtaaaaata 
cattgtcctg 
gttcaatggc 
cagcagccag 
gggatgaact 



cgaggagaga 
gggctcacgg 
cacatcactg 
ctgcacacca 
cagctgaagc 
ttgtttgctg 
tgacagagga 
tattcagatg 



aagggaaaat 720 
tgctgagcaa 780 
ttttctccag 840 
gagatgctta 9 00 
tcggggatga 9 60 
atgaggacga 1020 
gagtttataa 1080 
gttttacttt 1140 
1149 



<210> 34 
<211> 1215 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 



2040679CB1 



<400> 34 

gaagaactag 

ttcaggccat 

gctgtaatgt 

actttaaaac 

catattcctt 

tgctttgctt 

cagctacaat 

agtcatttag 

tcagcaagaa 

atttaaaact 

accttcgctt 

atttatccct 

cagtaataaa 

ataataggat 

ccgcaaaaat 

ccatgaatct 

aagcacctat 

taaagtaatg 

tatgattttg 

ggaatgtgta 

tttaaaaaaa 



catgtatgta 
ttccagcagt 
tgatacacca 
taaaatggtt 
ggaacatct t 
aaaaagcct t 
tggagacctc 
tgtagccttg 
caaaatcaag 
tgacgataat 
tttgtcagca 
tgaatacttg 
gctgcaagca 
tccatatggc 
ttgtgtttgt 
gcattctgtt 
tatctcttat 
ggtgagacca 
cagcgtcaaa 
tagt tactca 
aaaaa 



ttatctccag 
ttaaaaggtt 
gtttcaacgc 
atcacatcca 
cagacttctt 
aggaaattag 
atacaccttc 
tgtcattcta 
gcactccctg 
gaattgattc 
gctcgaaata 
gatctttttg 
ccattaactt 
tctcatatca 
ggaagattct 
gcccacactg 
ttctgttctc 
gaaaaagaaa 
ttggagtaag 
tttagatgac 



tggaatttat 
tcctttcagc 
tcacaccagt 
aaaaagacta 
actgtgggct 
ac ttgagtca 
aagaacttaa 
cactccagaa 
tgcagttttg 
aatttccttg 
agcttccatt 
gaaatacttt 
tattggaatc 
ttccattcca 
gtctgaactc 
tggtcttagt 
taggctgtta 
tt tcaataac 
ggaagatttc 
tccaaaactt 



aattctacaa 
tatgagactg 
gaagacttca 
tcctctaagt 
tgtccgagtt 
caaccatata 
cctgaatgac 
gtcacttcgg 
ccagctccag 
caagatagga 
tttgcctagt 
tgaacaacca 
ttctgcacga 
tctctgccaa 
tttcattcaa 
agataatttg 
tgttaattcc 
agatcagttt 
tgtatacttg 
ttattaaaac 



cttttattta 
gctcatagag 
gaatttgaaa 
aagaattttc 
gatatgcgta 
aaaaagcttc 
aatcacttgg 
agtttggacc 
gaacttaaga 
caactaataa 
gaatttagaa 
aaagtccttc 
accatattac 
gatttggata 
ggaactacta 
ggtggtactg 
tctgatatgt 
ggggtgcatg 
ctggagagga 
caattttagt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1215 



<210> 35 
<211> 1300 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 



2960051CB1 



<400> 35 

ttctgcacaa 

taagaagttc 

agctctgatt 

agtttagatc 

ttttgttttt 

aggaagcaaa 

cacagatcaa 

cttcctattg 

cctggagtag 

ggcataacca 

tcagatggaa 

gttatacctg 

agcaaaatat 

attaaaatta 

aacatagaaa 



agaactgaaa 
agcaaatact 
ttgtttcatt 
tccagaaatt 
ttctgcttat 
ggaggaagat 
acagacagct 
ttaactttga 
aatcaagcta 
tgtacaacaa 
gagttctttg 
aaggggaatg 
cagtgtgtga 
tgatacatta 
atatctggga 



ggcatttatc 
tttcaacatt 
ttcagctgga 
ggctggtgga 
catttttcaa 
ctaccacaga 
tggaattccg 
ttatagcatg 
taatgtgtta 
agctgtgtgg 
tgatgaaacc 
ctgccctgtc 
ttaatcttta 
gtcagatctg 
aaatgtatgg 



cccaagggag 
cccttctgtc 
gacttaaatg 
aaaaaatcaa 
actgactttg 
aggttgagga 
caaacaacag 
gaggaaaagt 
ccaggaaaga 
tcgcctgagc 
atgtgccatc 
tgctccgcta 
acttccattt 
agtacttaaa 
taggggatat 



gcagttattt 
ctttctttgt 
acaccaagca 
acatgaagat 
gaaaaaatga 
aaagttcaac 
t ttttacacc 
t tgaatcctt 
agggacactg 
cctgcactac 
cccagaggtg 
ctggtacaga 
gtttttgtta 
atattggcaa 
aaataataga 



tagattttac 
ttttaaagaa 
aagcctactt 
tgcagttttg 
agaaattcct 
c tcacacaag 
agtagcaaga 
ttcaagtttt 
tttggtaaag 
ctgcctctgc 
cccccaaaca 
gatttagcta 
ctaattttag 
aatgctgatt 
ctgtggcttt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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atagttctag 
tcagctttag 
agggctctgc 
tcaccttgaa 
caaccctctg 
ataatcccag 
tctgtgtgca 



ctctatcaga 
agatatggta 
tttggtctat 
gccagggtaa 
gctataccca 
gaaaatgcag 
ggagatcaca 



ttcagtaaac 
acagaatttc 
atgtgcatta 
acaaaggaag 
accactcaaa 
aaaaagtgta 
gcgcggtttt 




ttggatgaga 
tacaacagat 
tcccacttaa 
agtgatttgc 
ggcagcacag 
gcctgaagca 
gttgctgcca 



t tacattcca 
cctgaattct 
tccagtgcaa 
atctaaagag 
gaacccacat 
tgattttctc 



161202 



PCT/USOO/12811 



catttgactc 960 
tattgcatta 1020 
cgtgccttta 1080 
aacaaagccc 114 0 
cactgcttgg 1200 
atgtggcact 1260 
1300 



<210> 36 
<211> 1562 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3117318CB1 



<400> 36 

aaggccgggc gcggtaagag cgtctcgggg 
tccgcctttt cttcagcgtc ctgcccgcgg 
gtgtgcgcag ggactctgga cacccgcggc 
cccaggcgga ccctctggcg ccatgcgcgc 
tacgccccgg ctgctcctcc tccagtgcct 
cggcagtgcc ccagattcgg cttttacaag 
taacttttcc ttggagagtc ataacatatc 
aaaaaatatc actttagaaa ggccttctaa 
tggggatttg aatgcagtaa atgtgacttg 
ttatcttgtc agtgcaacag gaagcacctt 
tagcaaacaa atgggaagtt attcttgttt 
atttaatttc aaagtccctg aacttcatgg 
ggattctact gtcttgacat gtaaatgtca 
cagtagtaat gggagtgtaa aggttcctgt 
tggaacatat gctaacgaaa caaagctgaa 
atcttactgg tgccgtgcac tattccaatt 
ggtgctgagc tatttggtgc ccctcaaacc 
tttagtggcc accattctgc tttgtgaaaa 
tgaggggaaa gaatttgagc agattgaaca 
aaataatgtc cccaggcata gaaaaaatga 
gtcgagaatc attggaagat atacagagtt 
aagagcctct gagtttttag ttttaaaagg 
agcttcatca acgatatatg tcagatctaa 
ataaaagcaa tgtaaatcag aataaatatg 
ggtcttcaaa ggacacacag aacagatatc 
aaatcactca aaacctgttt ataaccaaag 
tg 



agtagggcaa ggcggccggg cccctcccat 60 
cactggctgc gggtgccggg ccacctgcga 12 0 
ggcgagctga gggagcagtc tccacgagga 180 
cctccccggc ctgctggagg ccagggcgcg 240 
tctcgctgcc gcgcgcccaa gctcggcgga 300 
tccacctctc agagaagaaa taatggcaaa 3 60 
actgactgaa cattctagta tgccagtaga 420 
tgtaaatctc acatgccagt tcacaacatc 480 
gaaaaaagat ggtgaacaac ttgagaataa 540 
gtatacccaa tacaggttca ccatcattaa 600 
ctttcgagag gaaaaggaac aaaggggaac 660 
gaaaaacaag ccattgatct cttacgtagg 720 
aaattgtttt cctttaaatt ggacctggta 780 
tggtgttcaa atgaataaat atgtgatcaa 840 
gataacacaa cttttggagg aagatgggga 9 00 
aggcgagagt gaagaacaca ttgagcttgt 960 
atttcttgta atagtggctg aggtgattct 1020 
gtacacacaa aagaaaaaga agcactcaga 1080 
gctgaaatca gatgatagca atggtataga 114 0 
gtctctgggc cagtgaatac aaaacatcat 12 00 
cgtatttcag ctttgtttat ccttcctgtt 1260 
atgaaaagct tatgcaacat gctcagcagg 1320 
aggtatattt tcattctgta attatgttac 1380 
ttagaccaga atacaaatta attatattct 1440 
agcagaatca cttaatactt catagaacaa 1500 
aattcatgaa aaagaaagcc tttggccatt 1560 

1562 



<210> 37 

<211> 2801 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> unsure 
<222> 2793 

<223> a, t, c, g, or other 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3486992CB1 



<400> 37 

gactttgctt gaatgtttac attttctgct 

acgttttgtt aaaactttgg ggtgtcagga 

aggatgagct ttgttatagc agcttgccaa 

accgagtctt ccatacagaa tagtgagtgt 

tggtttaccc cacagtcaac ttacagagaa 

ttaacaagga ttcccagtaa cctctctagt 



cgctgtccta catatcacaa tatagtgttc 60 
gttgagcttg ctcagcaagc cagcatggct 120 
ttggtgctgg gcctactaat gacttcatta 180 
ccacaacttt gcgtatgtga aattcgtccc 240 
gccaccactg ttgattgcaa tgacctccgc 300 
gacacacaag tgcttctctt acagagcaat 360 
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aacatcgcga 

tcccaaaaca 

acgctgcatt 

agcaaccttc 

tttgcaggct 

gatagtcgct 

gtgattggaa 

gcaggaatgt 

agcctgtctt 

ccaaatttga 

ttcaaaaata 

gtcgaccgct 

cctaaactct 

atgctgaaca 

ctgcgtgaga 

aactccaaca 

cccgaatata 

ctcccaatga 

gttttcctag 

attggaaata 

accttggaaa 

aatgtccaag 

ggtacccagg 

tggaaagtta 

attgataacc 

ctaacgcatc 

cagcagactc 

atctctgatc 

attagccttg 

cactcattaa 

ccactcatta 

aagccaaccc 

gcttctggta 

gaagactttt 

tttcaaattt 

gcttccagtc 

ttttatttta 

atgattaatg 

gccatccgta 

tttgtagcat 

gtagtgactg 



57 



PCT/US00/12811 



agactgtgga 

actttactaa 

tggaggaaaa 

aagaactcta 

taaaaaatct 

ggtttgattc 

ttctggatat 

atctcactga 

tttatgataa 

aattcttaga 

tgcttcggtt 

atgccctgga 

cttacatcca 

acaatgcctt 

tcagtatcca 

aaaccaacat 

aagggcacca 

tatctcacga 

actgtcgagc 

agataactgt 

tatctaacat 

gggcagacac 

tgctaaaaat 

attccaatgt 

ctcacataac 

tgcagccttc 

aaaagtcatg 

aagaaaccag 

cgtccattgc 

aaaagtatat 

acctctggga 

aggtcgacac 

gtaaggagca 

gtatttttga 

ttttagtata 

tgtgtttggt 

gttgttgtgc 

acaggatggg 

gaaagtactt 

cgggctaaga 

cggatgttta 



tgagctgcag 

cat taaggag 

tcagattacc 

catcaaccac 

atcaaggctc 

tacacccaac 

gaacttcaaa 

tattcctgga 

caaactggtt 

cctcaacaaa 

aaaagaactg 

taacttgcct 

ccgcttggct 

gaatgccatt 

tagcaatccc 

ccgcttcatg 

ggtgaaggaa 

cagcttccca 

catggctgag 

ggaaaccctt 

acaaattgaa 

tcgggtggca 

atacgtcaag 

catgacgtca 

atatactgcc 

cacagattat 

cgtaaatgtc 

tacagccctt 

tgtgtacttt 

gcaaaaaacc 

aggtgacagc 

atccagaagc 

caaagacgtt 

ctttgctagt 

gcgtatcgca 

ttttattctt 

taaactcaat 

gttcccctgt 

tgtccccaaa 

ctttaactca 

cactgaatga 



cagcttttca 

gtcgggccgg 

gagatgactg 

aaccaaatta 

cacctgaact 

ctggaaattc 

cccctcgcaa 

aatgctttgg 

aaagtccctc 

aaccccattc 

ggaatcaaca 

gaactcacaa 

ttccgaagtg 

taccaaaaga 

ctcaggtgtg 

gagcccc tgt 

gttttaatcc 

aatcgtttaa 

ccagaacctg 

tcagataaat 

gactcaggaa 

acaattaagg 

cagacagaat 

aacctaaaat 

agggtcccag 

gaagtgtgtc 

acaaccaaaa 

gctgcagtaa 

gccaaaagat 

tcttcaatcc 

gagaaagaca 

tattacatgt 

tttgctttat 

ttgtggcaga 

agggtttgac 

atcattatta 

aatgctgttc 

gcttttacca 

aagcaacata 

gagcaaggca 

agntgcttaa 



acttgactga 

caaacctaac 

attactgtct 

gcactatttc 

ccaacaaatt 

tcatgatcgg 

atttgagaag 

tgggtctgga 

aacttgccct 

acaaaatcca 

atatgggcga 

agctggaagc 

tccctgctct 

cagtcgaatc 

actgtgtgat 

ccatgttctg 

aggattcgag 

acgtggatat 

aaatttactg 

acaagctaag 

gatacacatg 

ttaacgggac 

cccattccat 

ggtcgtctgc 

tcgatgtcca 

tcacagtgtc 

atgccgcctt 

tggggtctat 

ttaagagaaa 

cactaaatga 

aagatggttc 

ggtaactcag 

tctgcaaaag 

gtggagagga 

acggctgcca 

tgattgttat 

taactacagt 

gtagcatgac 

cggtttgaac 

gactggtacc 

t 



actagatttc 
ccagctcaca 
acaagacctc 
tgctcatgct 
gaaagttatt 
agaaaaccct 
cttagttttg 
tagccttgag 
gcaaaaagtt 
agaaggggac 
gctcgtttct 
caccaataac 
ggaaagcttg 
cctccccaat 
ccactggatt 
tgccatgccg 
tgaacagtgc 
cggcacgacg 
ggtcactccc 
tagcgaaggt 
tgttgcccag 
ccttctggat 
cttagtgtcc 
caccatgaag 
tgaatacaac 
caatattcat 
cgcagtggac 
gtttgccgtc 
aaactaccac 
gctgtaccca 
tgcagacacc 
aggatatttt 
tgaacaagtt 
cgggtggata 
gcgactctag 
tatattatta 
gctcaataaa 
cccttctgaa 
agcatgaaac 
tcgttaagat 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2801 



<210> 38 
<211> 2597 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



4568384CB1 



<400> 38 

ccagaggcaa 

gcggtgattt 

acctaacaaa 

ataatataaa 

catggtcttg 

gcccaagagc 

ggagattgtg 

ggaaaacaat 

ggagtcaatg 

catgaaacat 

ctcattaggt 

tcagcctcaa 

cagttctgaa 

aagtcttagt 

aaagacagaa 



agaggccagt 
gaatcagaag 
ttgggctccg 
atgccaaacg 
gtcttccata 
cccaagactc 
gcttccctgt 
ttaaagccaa 
aaaaaatcct 
gaggatccca 
gaagtgactc 
aaaagacaga 
aagagaagta 
gcaaagactc 
gcttcacagg 



gaggactgct 
aggtggcatt 
aaagatacct 
tatataaatt 
aaggggaact 
ccactggcct 
tagaaggaga 
aatttcaggc 
tgaaagacag 
gtatcatatc 
catgccaaca 
ccacttttga 
agaatcctat 
acaacatagg 
aagagcggtc 



ctgtgcagtt 
ctcttcatta 
tcgtcatggg 
gaaaggggaa 
gggacatcca 
ccgcagaggc 
ggagaacacc 
tttcaaggga 
tgttgcctct 
catggaagat 
tgcaaagaag 
aagccaggat 
ttctaggcca 
ctttgacaaa 
tgattcaagc 



gtccaggcct 
ggaggatatg 
gaagagtgaa 
aattgagaga 
ctggagcaga 
cgacagtgta 
tgtggcaaac 
gtaggc tgtc 
aacaataaag 
gggtccccat 
gcgaatggcc 
cgcaaggcag 
ttagaaggta 
gacagctgcc 
ggcctcacat 



gaagaaggtg 60 
gataatcaag 12 0 
tggagagaag 180 
acttgcgatc 240 
gcacagattg 300 
ttcgtcctgc 360 
agaaaccaaa 420 
tatatgaaaa 480 
atcagaattc 540 
atgttaatgg 600 
caaactatat 6 60 
tgtcccctag 720 
agaagtcctt 780 
atagtaccac 84 0 
ctctcaagaa 9 00 
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atcaccaaag gtctcatcca aggacactcg 
tagtaattcg tcagatgtga gtgctaaaga 
ggcagccttg gaagcgaggc aaaaagcaaa 
tctggcaaat ttggatggtc atccagagga 
cagtgaatgt gaaacagagg agacatcgac 
ggtgaaagag tctatgggta aaacatcagg 
atctgattct gaagatgaca gtaataggtt 
tggacagaag ctcatggatt tacagtcgca 
ctctcgattt ctagaaactg acagtgaaga 
tgctgaggaa gaagagcttg ctgaagaaaa 
tttgcaaatc aacttaagca attctacaaa 
ggacatcata cattatgatc caacgaagca 
tgataaacca aaagaaagta aagcaaaacg 
acctgaggtg tctaaagaaa tgtattataa 
aactacaaaa tataccagtg aaaaggaaga 
agagaaacct gaggaaatcc aggaccctgc 
cgggttcacg ttctcttttt ttgattcaga 
agttgaaaca gtgaaacctg gaaagattgt 
cagttcagaa gaggaagatg ttactgaaga 
agcatcatta cttgagaaag agaccactag 
acttcaaggt tctgacttat tctggagagg 
ggaggccaga acaaccaacc tgcgtatgga 
gaaaatgaaa ccaaaataat aaatgtcagc 
acctaaggaa actgacccag aaaacagttt 
ggaattttaa aaatctggct gacggaatat 
tcctctgcat ttcttcctaa gtaattactt 
agaacaagat agtccttgaa aatacttttt 
taactaatgg acatcttctc atgcaaggtt 
aagcaaaaaa aaaaaaa 

<210> 39 
<211> 2641 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 4586187CB1 



PCT/US00/12811 

ggaaatcaaa actgatttct cactttctat 960 
taagcatgct gaagacaatg agaagcgttt 102 0 
agaagtgcag aagaagccgg tgcataatgc 1080 
taagccaacg cacatcatct tcggttctga 1140 
tcaggagcag agccatccag gagaggaatg 1200 
gaagctgttt gatagcagtg atgatgacga 1260 
caaaattaaa cctcagtttg agggcagagc 1320 
ctttggcacc gatgacagat tccgcatgga 1380 
ggaacaggaa gaggtaaatg aaaagaaaac 144 0 
aaagaaagcc ctgaatgttg tacaaagtgt 1500 
cagaggatca gtagctgcta agaaatttaa 1560 
agaccatgcc acttacgaaa gaaaaagaga 1620 
aaaaaagaaa agggaggaag ctgagaaact 1680 
tattgctatg gatctgaaag aaatattcca 1740 
gggcacaccc tggaatgagg actgtggtaa 1800 
agctctgacc agtgacgctg agcagcccag 1860 
cactaaagac ataaaggaag agacctacag 1920 
ctggcaggaa gaccctcgtt tacaagacag 1980 
aacagatcac agaaactcca gtcctggaga 204 0 
atttttcttt ttctctaaga atgatgaacg 2100 
agtaggaagt aatatgagca ggaactcttg 2160 
ttgtcgaaag aaacataaag acgcaaaaag 2220 
tggttttgat actgaatgtg aacaaggctc 2280 
tagctgacaa agaagaaatt tcagagtgaa 234 0 
cattctggtt gccatctttt tctgtggaac 2400 
caaaaattaa attcaacttc ttataaagga 2460 
gtatataatc tctttgccct ctatcctgag 2520 
tatatgaagc ctttttaaat aaatgagtca 2580 

2597 



<400> 39 

ctgggaagaa agctatcagc accaactcag 
atctccgtca gcaacttcgt gagattacag 
agaagttaca ggcgagcggg gatgctctgg 
tggagaataa ctctttcctc atcaccactg 
atgtcacgaa tctgcagcaa gataccagcg 
attctcataa tgtggtcatc atgaacctca 
ggaacctcat cacgaatctg cagcggtctg 
tcaagaacga ctttcaaaat ctgcagcagg 
ggctgaagga gaaagtgcag agcttgcaga 
aagccaacaa cgacaccctg gaggatatga 
tggagaacat caccactatc tctcaagcca 
tacacaaaga tgcagagaat agaacagcca 
agctctttga gacggatatt gtgaacatca 
tgcggacgct gaccagcaat ctaaatgaag 
aacacacaga tgatctgacc tccttgaata 
tttctctcag gatgcaacaa gatttgatga 
tatcagtgat tatggaagaa atgaagctag 
attttacaat actacaaggt ccaccgggcc 
agggaccccc tggcccaact ggcaacaagg 
cacctggccc tgcgggtgag agaggcccaa 
gcggcaaagg atctaaaggc tcccagggcc 
ccggccctca gggccccagt ggggacccag 
tccccggccc tcagggccct cctggcttcc 
gggtgcctgg acctcgggga ctgccaggct 
agggcccccc cggccctcct ggcccatcag 
agccaacccc ggcaccggag gacaatagct 
aatgctacta tttttcagtt gagaaagaaa 



aactctccac cttcagatca gacattctag 60 
aaaaaaccag caagaacaag gatacgctgg 12 0 
tggacaggca gagtcaattg aaagaaactt 180 
taaacaaaac cctccaggcg tataatggct 240 
tgctccaggg caatctgcag aaccaaatgt 3 00 
acaacctgaa cc tgacccag gtgcagcaga 3 60 
tggatgacac aagccaggct atccagcgaa 420 
tttttcttca agccaagaag gacacggatt 480 
cgctggctgc caacaactct gcgttggcca 540 
acagccagct caactcattc acaggtcaga 600 
acgagcagaa cctgaaagac ctgcaggact 660 
tcaagttcaa ccaactggag gaacgcttcc 720 
ttagcaatat cagttacaca gcccaccacc 780 
tcaggaccac ttgcacagat acccttacca 840 
ataccctggc caacatccgt ttggattctg 900 
ggtcgaggtt agacactgaa gtagccaact 960 
tagactccaa gcatggtcag ctcatcaaga 1020 
ccaggggtcc aagaggtgac agaggatccc 1080 
gacagaaagg agagaagggg gagcctggac 1140 
ttggaccagc tggtcccccc ggagagcgtg 1200 
ccaaaggctc ccgtggttcc cctgggaagc 1260 
gccccccggg cccaccaggc aaagagggac 132 0 
agggacttca gggcaccgtt ggggagcctg 1380 
tgcctggggt accaggcatg ccaggcccca 1440 
gagcggtggt gcccctggcc ctgcagaatg 1500 
gcccgcctca ctggaagaac ttcacagaca 1560 
tttttgagga tgcaaagctt ttctgtgaag 1620 
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acaagtcttc acatcttgtt ttcataaaca ctagagagga acagcaatgg ataaaaaaac 1680 
agatggtagg gagagagagc cactggatcg gcctcacaga ctcagagcgt gaaaatgaat 1740 
ggaagtggct ggatgggaca tctccagact acaaaaattg gaaagctgga cagccggata 1800 
actggggtca tggccatggg ccaggagaag actgtgctgg gttgatttat gctgggcagt 1860 
ggaacgattt ccaatgtgaa gacgtcaata acttcatttg cgaaaaagac agggagacag 1920 
tactgtcatc tgcattataa cggactgtga tgggatcaca tgagcaaatt ttcagctctc 1980 
aaaggcaaag gacactcctt tctaattgca tcaccttctc atcagattga aaaaaaaaaa 204 0 
gcactgaaaa ccaattactg aaaaaaaatt gacagctagt gttttttacc atccgtcatt 2100 
acccaaagac ttgggaacta aaatgttccc cagggtgata tgctgatttt cattgtgcac 2160 
atggactgaa tcacatagat tctcctccgt cagtaaccgt gcgattatac aaattatgtc 2220 
ttccaaagta tggaacactc caatcagaaa aaggttatca ttggtcgttg agttatggga 2280 
agaacttaag catatactgt gtaaacagtg ccatacattt ctaaaatccc aagtgtagga 2340 
aaaatatgca gacatacaga tatataggcc aactattagt aataatatga aatatactta 2400 
aagagctttt aaaactttgt atttttgtac aaaatatttg tcttttacaa tttttttcct 2460 
tttttttttt ttgtcatttt accgacataa tacatggagc caaagaaaac aataatggta 2520 
ctaataaaaa ctcctagggt ttcctgtcag atttaattct acccagtggc aaagaatttt 2580 
ttcaattgtg gctttaaaaa aataattaaa tatacatgta tatatatata aaaaaaaaaa 2640 



<210> 40 
<211> 914 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc__f eature 

<223> Incyte ID No: 401801CB1 

<400> 40 

cagaggtgta ctctacatga tgcacaaatg tgatatgtct ttttggtgaa gagcacgtga 60 
tgaaaacagt aaataactga gaatagcaca aagctactag ggactcagat gattcaaata 120 
ttgaagacta tgagtaatat taatcagcaa cttagtttgt tatcttcagt tatatgggag 180 
gagtacatta ttctttgtta taggactacc tcacccttaa attgtaagtt ctttattagc 24C 
ttattgcatt ttccattctt aaagcagtag tttagtgttc tcttactgta tgacaattaa 300 
aagtatactt aattgactac ataatgtgat agttaaaaaa tatatttaaa gtagcttttt 360 
gaaagctttg ctgtttcccc ccctttttgt atataaaagc attagttgtc attattcatg 420 
tgttctcatt actttttaca aatgagaaca atgccttatg catgttgtga acaattacta 480 
aaattttatg taaatttaac ctttattttt aattaatatg tgttaagata taacattatt 540 
ttatctatta atatatgtat tttaatttac aggaaaacat ctttatgtat ggaggcagaa 600 
ttgaaacaaa tgatggcaat gtcacagatg aattatgggt ttttaacata catagtcagt 660 
catggagtac aaaaactcct actgttcttg gacatggtca gcagtatgct gtggagggac 720 
attcagcaca tattatggag ttggatagta gagatgttgt catgatcata atatttggat 780 
attctgcaat atatggttat acaagcagca tacaggaata ccatatctgt gagttactta 840 
aaaattgtaa tttctttatt gattgggaat gtttttctct ttaataaaat cttcatatga 900 
atttaaaaaa aaaa 914 

<210> 41 
<211> 1006 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1721842CB1 



ggcaaagaga actacaaatc ccagcgtcac ccgcggcctt gaagccccgc ccctgacaaa 60 
ctgaaggtcc cggtaagcat cgcgtcagta cttatggcgc ctgccgggtt gtggtgacga 120 
aagcagttgc catggagttg ctctgagtaa ccctgaggca gtgggacgcc aagactggag 180 
aggaagcgac tgcggggagt atttccattt taaccggaaa caatccctga acccacagga 240 
atgaatgcct aatggtggag tttcagccat cagtgacagg ctgaacccag actcccaggg '300 
cacctgcttg cacctttgaa tgatggcctg aactatgaac aaacgggact atatgaacac 3 60 
ttcggtacag gagccccctc ttgactactc cttcagaagc atccacgtca ttcaagatct 420 
ggtaaatgag gagccaagga caggactacg accactgaag cgttcaaagt cggggaaatc 480 
actgacccag tccctgtggc tgaataacaa tgttctcaat gatctgagag acttcaacca 540 
ggtggcttca cagctgttgg agcacccaga gaacctggcc tggatcgacc tgtcctttaa 600 
tgacctgact tccattgacc ctgtcctaac aactttcttc aacctgagtg tcctctatct 660 



a 



2641 



<400> 41 
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tcacggcaac 
ccgtagcctg 
gctgtgcacc 
caccacagct 
gaatacactt 
ggtttgacaa 



agcatccagc 
acactccatg 
ctgtcccgta 
gaagtctgga 
tgaggctccc 
taaataattt 



gcctggggga 
ggaaccccat 
tcaccacgtt 
aacgcatgaa 
acgaccctag 
gagctgttga 



ggtgaataag 
ggaggaagag 
cgacttcagt 
catcaagccc 
tagtcctaaa 
gcagaaaaaa 



ctggctgtcc 
aaagggtata 
ggggtcacca 
aagaaggcct 
ggcctaagca 
aaaaaa 



PCT/US00/12811 

ttcctcggct 720 
ggcaatatgt 780 
aagcagaccg 840 
ggaccaagca 900 
tagacagcat 9 60 
1006 



<210> 42 

<211> 2582 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



1833221CB1 



<400> 42 

gttaaattta 

ctacatcagc 

taactcaggg 

ctaaactttc 

acacattatc 

ttggatcatt 

cctctattag 

atgttcaaga 

gcactttaca 

tactaagttc 

aatcttcccg 

caatcataag 

acaatgaagg 

ctactttttt 

aaaattctta 

cagcttctga 

ggcgaagatg 

attttaacca 

atagatgcac 

tacctacctc 

ttcaccttga 

cagcatcaag 

atacaggaat 

ttgggagtaa 

attcagctga 

tgcagaaaat 

gtagaatttg 

gcacaggaag 

ttaactctgg 

agcttaacc t 

ctgagtatga 

aaagcttttc 

accttgcaag 

aagaagacgg 

atgatctgtg 

gggaatgcct 

cctgtatata 

catagcaaat 

ggaaagtatt 

tgattactgt 

gtgggacaaa 

aaaatgcctt 

aaaaaagaat 

at 



gtactgaatg 

atcagcatct 

agcacgctca 

ctgtacaaac 

agattcatct 

tggaacagac 

taatcttatg 

cagagttcc t 

gttgaataca 

tagggactcc 

aagcaatacg 

caattcagaa 

taggcggaca 

ttcacgaaga 

cgtttctcca 

agttcccgat 

gggtttgtca 

agaatctgaa 

acctttgttc 

tgatacatca 

agcacagaat 

cagtgccaca 

atcagggatt 

tttgaccgac 

tggtaaaagt 

aaaagagagc 

tcaaatggca 

tttgcagtat 

ttcttcatta 

ggaggatttt 

gtttatcagc 

tgatatgatg 

aactcttcag 

agaccataac 

aacataagtg 

aataaataca 

tatattcatt 

ccgatgttta 

acccttgttt 

agtcatattt 

atatactttt 

aagttgcagt 

ggggagaagg 



cagccttttg 

gcgtcaccat 

agatcgcaga 

tgtactacct 

tggaggcata 

ttaatgagag 

gattatagtc 

tcatattcac 

tcatccacaa 

agaaattctt 

cagcctggat 

agggttgttt 

acgaggagat 

tctagtcagg 

agaatcttga 

aatagggcat 

tctcttagcc 

ggtagaaata 

tctagaagga 

tctagatctc 

gatcctcttg 

acaggtggct 

cttcctggtt 

aatgtcatga 

gataaaac ta 

ctccttttag 

gctgcatcat 

gtccaccaag 

gaagctgtaa 

gatattcatg 

tctggtctct 

ggaaatacaa 

gcacatatgg 

aggacatttg 

tttattaaaa 

ttgactatat 

ctccagtgtt 

taaactggta 

taaatatcta 

atgaaaaaag 

gaaataaaat 

ctcattttga 

ttatgagaag 



ttgtttaaaa 

ttcaatctgc 

accagcaacg 

cage tgggag 

gtcaagttcc 

agaggagaga 

accgaagtgg 

aaggagcaag 

accaccaatt 

taagatcaaa 

tttcttacag 

catctcaaag 

tgctgtcacg 

attccttgaa 

cagcttcaca 

ctgaagcttc 

acaatcatag 

caggaccatg 

ggcgagaggg 

atatttttag 

gagctgetge 

ctacatcaga 

ccttattccg 

tcacagtaga 

aaagtgcgcc 

aggactcaga 

catctaattt 

actgtatgaa 

ccacctgtga 

aactacatag 

acctagtggt 

atgaaccaag 

aagatctcga 

atattgecta 

atggcaatta 

ataaaatgaa 

gctgaattaa 

atcaaaaagg 

ageaatgect 

gtttgtgttt 

gctatatggc 

taatcatttg 

agcattatta 



aatttttttg 

atggtatagt 

ggatcatgat 

aaatgttgga 

tagatcttca 

tttggagaga 

tgatttcaca 

accaaaagaa 

gecttctgaa 

tttttcttca 

ttcaagtaga 

accatttcaa 

catagcttct 

tacaagatca 

gtcccgtagt 

tcagggattt 

ctctgagtca 

gttatcttcc 

aagagatgaa 

aagagaatca 

caacagacca 

ttcggctcaa 

gtttgcagtc 

tattattcct 

ttcaagagat 

agaagaagaa 

gctgatagag 

aaagtggtta 

actatgtaaa 

agetcatgea 

gttattgeae 

cacacgtgtc 

aacttcagag 

acttcatata 

aatataaatt 

tatatacata 

aattctgctg 

ttttttcttt 

atcaaccctt 

tactcttget 

acctaattat 

cttccagtgt 

agtttccaaa 



aactcacagt 

gaatctgaga 

tcaaaaagac 

aatggtttaa 

tcaatggtac 

agaacagatt 

acttcatcat 

aactcaatga 

catcagacca 

agagaatcag 

gatgaagece 

gaatcttctg 

agcatgtcat 

ttgaattctg 

aatgtaccat 

cgatttctta 

gattcagaaa 

tcacttagaa 

tcttcaagga 

aatgaagtgg 

caagcatctg 

ggtggaagaa 

cccccagcac 

tcaggttgga 

ccagaaagat 

ggtgacttat 

ecatgeaagt 

caggecaaaa 

gagaagttgg 

aatgaacaag 

ttgtgcgaac 

cgatttatta 

gatgattccg 

agacagatgg 

acttttgtgg 

cacatgtatg 

gactttttaa 

taggtgagtg 

ttttgtgtta 

agtgagaaaa 

tttttctttt 

ttaaaaatta 

tttaatttga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2582 



<210> 43 

<211> 2849 

<212> DNA 

<213> Homo sapiens 



37/43 



# 

WO 00/68380 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 2041168CB1 

<400> 43 

acgtgaccaa gagctgacgt gtgcagaagt ccttcttgtc ctggtcgttg ttcccgtctg 60 
agtaccagct ccccactgcc ctgagggcgg gccggcctgc ggcggaggga aaaaggaaga 120 
ggagaaggaa attgtcccga atccctgcag tctttctgta ggttgcggca caacgccagg 180 
caaaagaaga ggaaggaatt taatcctaat cggtggaggt cgatttgagg gtctgctgta 24 0 
gcaggtggct ccgcttgaag cgagggagga agtttcctcc gatcagtaga gattggaaag 300 
attgttggga gtggcacacc actagggaaa agaagaaggg gcgaactgct tgtcttgagg 3 60 
aggtcaaccc ccagaatcag ctcttgtggc cttgaagtgg ctgaagacga tcaccctcca 420 
caggcttgag cccagtccca cagccttcct cccccagcct gagtgactac tctattcctt 480 
ggtccctgct attgtcgggg acgattgcat gggctacgcc aggaaagtag gctgggtgac 54 0 
cgcagcctgg tgattggggc tggcgcctgc tattgcattt atagactgac taggggaaga 600 
aaacagaaca aggaaaaaat ggctgagggt ggatctgggg atgtggatga tgctggggac 660 
tgttctgggg ccaggtataa tgactggtct gatgatgatg atgacagcaa tgagagcaag 72 0 
agtatagtat ggtacccacc ttgggctcgg attgggactg aagctggaac cagagctagg 780 
gccagggcaa gggccagggc tacccgggca cgtcgggctg tccagaaacg ggcttccccc 84 0 
aattcagatg ataccgtttt gtcccctcaa gagctacaaa aggttctttg cttggttgag 900 
atgtctgaaa agccttatat tcttgaagca gctttaattg ctctgggtaa caatgctgct 960 
tatgcattta acagagatat tattcgtgat ctgggtggtc tcccaattgt cgcaaagatt 1020 
ctcaatactc gggatcccat agttaaggaa aaggctttaa ttgtcctgaa taacttgagt 1080 
gtgaatgctg aaaatcagcg caggcttaaa gtatacatga atcaagtgtg tgatgacaca 114 0 
atcacttctc gcttgaactc atctgtgcag cttgctggac tgagattgct tacaaatatg 1200 
actgttacta atgagtatca gcacatgctt gctaattcca tttctgactt ttttcgttta 1260 
ttttcagcgg gaaatgaaga aaccaaactt caggttctga aactcctttt gaatttggct 1320 
gaaaatccag ccatgactag ggaactgctc agggcccaag taccatcttc actgggctcc 1380 
ctctttaata agaaggagaa caaagaagtt attcttaaac ttctggtcat atttgagaac 1440 
ataaatgata atttcaaatg ggaagaaaat gaacctactc agaatcaatt cggtgaaggt 1500 
tcactttttt tctttttaaa agaatttcaa gtgtgtgctg ataaggttct gggaatagaa 1560 
agtcaccatg attttttggt gaaagtaaaa gttggaaaat tcatggccaa acttgctgaa 1620 
catatgttcc caaagagcca ggaataacac cttgattttg taatttagaa gcaacacaca 1680 
ttgtaaacta ttcattttct ccaccttgtt tatatggtaa aggaatcctt tcagctgcca 1740 
gttttgaata atgaatatca tattgtatca tcaatgctga tatttaactg agttggtctt 1800 
taggtttaag atggataaat gaatatcact acttgttctg aaaacatgtt tgttgctttt 1860 
tatctcgctg cctagattga aatattttgc tatttcttct gcataagtga cagtgaacca 1920 
attcatcatg agtaagctcc- cttctgtcat tttcattgat ttaatttgtg tatcatcaat 1980 
aaaattgtat gttaatgctg gaaagaaaaa aagaagaaag aaaaaaacca tccctgtcct 2 04 0 
tcagtttata atctagttgg agagataaga aacgtacaaa ccaaaagata acagaatatc 2100 
tgaagcatgt actcattgtc agatgttccc tctgagagca cagaggaggc aaaagcttct 2160 
gtgggatgtg ctagtcggct aaagcttcac agaggaggtg gcaattgaaa atgagtcctg 2220 
aatggggtag ggtggttagg gaattccatg agacaagaca aggggggcat ggtgtgagaa 2280 
aggcatggaa gtaggaaccc tcttcctatg acaggagacc attctgctta gagtggagag 2340 
tgtggagagt gggagtagat aattttggaa agctgggtga agccagttgt ggagaattgt 24 00 
ttgaatatta tcccattgaa tacccagagc cactaaatct ttttttacta gaaaataatt 2460 
ggggtccata tgaaagtctc tattactgag tagtgtcaat gagggtgtgg caaaatggag 2520 
cctttcacat cctagtggtg gccatttggt aatacagata taagccttaa actatgtaaa 2580 
cccttgtcct aaggaagtaa ttgaataatt gcccaaagat tgtatgtatg aggctgttca 2640 
tcccagcact gtctaagcta gtaaaaattg gaaacaattt aagtatctag cacattggat 2700 
tggttataaa gcaaggaatg ttcacacagt aggatattat aagtatgctg atggaaatct 2760 
atattgccag gaaaagctat tcattatgcg ttgtgaagtc agaaagtaaa aaagggtaga 2820 
tagaagtatt cgaagtatag ttccatttt ~ 2849 

<210> 44 
<211> 670 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2365794CB1 

<400> 44 

gaggcaagaa ttcggcacga ggggcgccgc gggcatttct tccactgccc gtctgaggga 60 

acgctaagta gtgtgtccgg cgccgtgttc cagctccgcg ttgttccgcg agaaagcgag 120 

aggccgagcc cgggctggtg cgatggccgc ggtggtggcc aagcgggaag ggccgccgtt 180 



PCT/USOO/12811 
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# 




WO 00/68380 PCTAJS00/12811 

catcagcgag gcggccgtgc ggggcaacgc cgccgtcctg gattattgcc ggacctcggt 240 

gtcagcgctg tcgggggcca cggccggcat cctcggcctc accggcctct acggcttcat 300 

cttctacctg ctcgcctccg tcctgctctc cctgctcctc attctcaagg cgggaaggag 360 

gtggaacaaa tatttcaaat cacggagacc tctctttaca ggaggcctca tcgggggcct 42 0 

cttcacctac gtcctgttct ggacgttcct ctacggcatg gtgcacgtct actgaaatgg 480 

gggcccgggg gactttttta aaaaaccaga tcgggaggac tgtggccagc aattaacacc 54 0 

atgtagactt ccttagttct taagtggttg aattcgctgc ttgttctgta acgttataaa 600 

taatttatat ctgaagacgg agagcctgta atattcttca gattaaatga agcgtgagac 660 

aaaaaaaaaa 67 0 

<210> 45 
<211> 2364 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2618452CB1 



<400> 45 

ctcaatgcca acaggcacca ttcctccacc 
cacagcccca ccaatgatgc caaccaccag 
cacagccaaa acctctacat ccctacattc 
caccccaact tctatcacca acatcaccct 
cgtggcccac accacctcgg ccaccagcag 
cccacctaca gggagcagtc ccatctcttc 
gaccaccact tattatacac caccatcaca 
acctttctcc acctccttgg tgactccaag 
acagatggcc acttctgcct ccatccactc 
aacgctcaag gccacagggt ccacccacac 
gaccagccaa acccacagct cattcagcac 
ctcgtcttgg tcgtcttggc tgcctcagaa 
caccacacaa ctcccccact tgagttctgc 
gtcctcctca ttttctccca gtccttctgc 
ctcccactcc tctccccaga cttcatcgcc 
cgcccccgtg cactccacaa ccctgagctc 
cacgactgca tcagtgtctg catctcctct 
cattagggcc actctccccc acactatctc 
catatccact gttaccgtgt ctcccacccc 
atttccgtcc acgcccagga ccacggccag 
gtccaccacc tcgcggtcca cttctctcac 
actcacctcg ggggtgacgg gtatccccac 
ccctggtccc accttgtcgc ctaccacacg 
aagcacccct gcttctgccc cggtatcttc 
ggtctgcagt gtgcgggagc agcaggagga 
gacggtaacc cgctgtgagg gcgcctgcat 
gcaggtggat gcccgctgca gctgctgccg 
gctgccctgc cccgatccca gcacgcctgg 
cagccactgc gtgtgcagct ctgtggcctg 
ctggggctga aggactgcag atgacagaca 
gtgccagcag ctgctttcct ggtcaccagg 
ccctggggca ccggttggag aggggctgcc 
agaccctgag ccagcagaga gggactgagg 
cagggcactc ccgaccaccc ctgcccactg 
ccagccctgc tgggcccaga accctgcaga 
ccatcagggg cgaggagggc acggaaacct 
gccaccagca cagagaagag gagatcccca 
ggcagggcag ccgcccccgc tcccagccag 
ccccagcagc ctgtccttgg gagagggcgt 
tcttgtcaag gcacaaaaaa aaaa 

<210> 46 
<211> 3600 
<212> DNA 

<213> Homo sapiens 



gacaacgctg aaggccacag ggtccaccca 6 0 
tgggaccagc caagcctcaa gctccttcaa 120 
acacacttcc tccacacacc atcctgaagt 180 
caaccccacc agtataggaa cctggacacc 24 0 
caggctaacc acacccttca ccacacattc 3 00 
cacaggtcct atgactgcaa catcctttca 360 
ccctcagacc acacttccca ctcacgttcc 420 
tactcacaca gtcatcatca ctacccacac 480 
aacgccaaca ggcaccgttc ctccaccaac 54 0 
agccccacca atgacagtga ccaccagtgg 600 
agctacagcc tcttcttcct tcatatcctc 660 
ctctagctca aggccaccgt catcacctat 720 
aaccactcct gtttccacaa ctaatcagct 780 
cccctctact gtttcttctt atgtgccctc 840 
ttctgttggc acatcttcct ctttcgtgtc 900 
ggggtcacac tcctcattgt ccactcatcc 960 
ttttccttct tctccagctg cctctactac 1020 
ctctcctttc accctctctg ctctactccc 1080 
atccagccac ctagcctcca gcaccattgc 1140 
cacccacacc gcccctgcct tctcctctca 1200 
cacccgagtt cccacatcag gctttgtgtc 1260 
ctctccagtc accaacctta ccaccaggca 1320 
gttcctgacc agctccctca ctgcccatgg 1380 
tctcgggaca cctacgccca cctcacccgg 144 0 
gatcacgttc aaggggtgca tggcgaacgt 1500 
ttccgctgcc agcttcaaca tcatcaccca 1560 
ccccctccac tcctatgagc agcagctgga 1620 
ccggcggctc gtactcaccc tgcaggtgtt 1680 
tggagactag cagggtcgct gcctgctctc 1740 
ggaaaacacc caccagcccc cttcccgctt 1800 
cctggccccc aagtgccctg ggccgtggct 1860 
aagcaggggc tcagactacc acactcctgc 1920 
cggacagtgg tcacggacct cccaggcaca 1980 
tccaacacct cccagcccct gaacttggcc 2040 
tgaagccaca gagcaggcgc tcgaccagac 2100 
gtgccgagat gggggcaaga ggcccaggca 2160 
gagtcaggga gggcagaggg tggcagcgag 222 0 
gcagaaggcc cccaccagca ccacacccat 2280 
cacccggtca gagactccaa ataaaccggt 2340 

2364 



<220> 



39/43 



WO 00/68380 

<221> misc_f eature 

<223> Incyte ID No: 2622288CB1 
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<400> 46 
gcagaggcgg 
gctaactgtg 
cgttccttgt 
ttgatgattt 
accacaccac 
caggtagtgg 
cgggtatagg 
ccaccagagc 
atcgaaatga 
acaaggatct 
atggccggta 
ttgccggggt 
cctaccagca 
agggagagaa 
acacgcagtc 
cagctgcagg 
ttggacccgc 
ggatgagctc 
ttggtgccga 
tgagccacca 
ccaagatgat 
ggactgtgac 
ccctgacagt 
cctgcaagga 
atggtttcac 
gtccaagcgg 
tgagagctta 
attccatagg 
ttctgcaccg 
gtccctgttt 
.gcttgtttgc 
gcttggttta 
tgagggagag 
cccctcacct 
ttcctttggc 
agaaccacat 
agcacttctg 
ctctttggtc 
tgctgagtgg 
acatgcatct 
tggtcagttg 
ccttgagctc 
tgtgtggctg 
aaagaaacct 
ggtggcttgc 
ctttgtcagg 
tggctggtgc 
ctggacagcg 
ctaagtcctt 
cccaggagca 
cccgggtgct 
tagtgactgg 
gagcttctcc 
gcgggctctg 
aagcgagagg 
gcttaatttg 
tcaaggaaag 
ggggaggctc 
ctgatctcaa 
cttgtaaact 



cggggctcct 
ctcctccggg 
ctgcctcgct 
taacctggag 
caccaccaca 
attggacttg 
aggaagagag 
tccagcaaat 
tcgagatgat 
tgaagacata 
cggcagcaat 
ggccagcgcc 
gaagaagttc 
cc tggaagcc 
tgcagagccg 
catgcacaat 
agctgctgtg 
tgggtgtttg 
aattcaagag 
actcccaaag 
gctgaggcct 
ccctgcacac 
ggcctcaagg 
gcgaaccggt 
ttcagtcttc 
aggctttcag 
ggaatcttcc 
gggctgggtg 
gagatgagtt 
tggtagcaag 
ttaaaaatgt 
gtgaaacgca 
tgcgtgggga 
ggcgtggagc 
ccacatatgg 
gctagggtct 
aaagcagata 
tgcatgatgg 
gatgagccaa 
gtctaacgca 
tagccctgtg 
cttaccaccc 
aagggggacc 
tggcctggtc 
aggattggcc 
cttgtccctc 
tgggccggag 
tgacctcagg 
gaaaccctag 
ctgactgcag 
ttctgcacaa 
acatgcctgg 
ttcccacaga 
gtcaccatgt 
ggagacacag 
gcagagaaaa 
ataaagctgg 
tgggacaggg 
aattccagaa 
gtctagtgtt 



cctcccgctc 
gccctccgcc 
ttctccttgg 
gatgcagtga 
accaataggc 
gctgatgctt 
agatggaacc 
actttaggaa 
ggccgcagga 
gtagggggtg 
gacgaccctg 
ctggccatgg 
tgcttcagca 
gtggtatgtg 
ccgccgccgc 
ggtgccaccg 
ctgctctgtg 
tgagtttggt 
ccagctctga 
ccagcctgcc 
gatgacattt 
tggagtggct 
agctgcaggt 
cagcaccaag 
cccatcccag 
tgatttaagt 
ggataagtat 
tggccttcgg 
ttatcctgtg 
agtgaccgat 
aattgggggc 
ggtgactttg 
gccatgctca 
tgcctggttt 
ttctgtcccg 
agggcccctg 
tgagtcacca 
ccccatgcgt 
ctccagtttc 
tgcctcgtgt 
cgtctcaagg 
cttttcctgc 
tgcagcactg 
tcgagaagct 
tgtttccagg 
cctgatacca 
gtggctatgg 
ggttgtccac 
agctgtgacg 
ttgagagaga 
agcctagagc 
aagacccctc 
catcttacac 
gtctatctga 
tggactgaaa 
tttgtaacaa 
gcggaaggag 
gctggggttc 
ttccctgtac 
tgcattaaat 



ctcctcggcc 
tgctcccagc 
ccaccctggt 
aagaaacttc 
caggaaccac 
tggatgatca 
atgtaaccac 
atgattttga 
aaccaattgc 
gagaatacaa 
gatctggcat 
ccctcatcgg 
ttcagcaggg 
aggaacccca 
ccgaaccagc 
cttgtcaccc 
ccatcggctc 
ttctctgccc 
tagaaagcca 
tccagcttta 
atgcttaggg 
cattgtggca 

ggggggctca 

taacaccaca 
gttttatgtt 
acaaacatgc 
gaagcaattc 
gttgacatga 
ttggggagag 
gtcaagaacg 
ggcgggggag 
tagctctgtg 
ccgtggcaaa 
gggctggagc 
gtgagctctg 
tctactgata 
gacaggcagg 
ttcataggct 
ttaaggaaac 
tcgttttgca 
ctgccttgtg 
tcggcccttt 
cagaaatgcc 
tcccatgctt 
gcctcccaca 
agtatgtcga 
aggattttgg 
tttaccttta 
tagaatatgt 
cccattttgc 
ctggcactca 
agccttctgt 
ttgctcgaca 
aggttgcact 
ggactggttg 
ctctgagcac 
gtgtgcgtgg 
agtgccaggg 
atctgttcac 
aaaatggcac 



tccccttcgg 
catggtggcc 
ccagcgagga 
ctcagtaaag 
cagagctccg 
agatgatggc 
cacgaccaag 
cttggctgat 
tggaggagga 
acctgacaag 
ggtggcagag 
tgccgtctcc 
tctcaacgca 
agtgaaatac 
ccggatctga 
ggctcccccc 
cttgttggtc 
tgccccaagc 
gcaccagcct 
ctgagcacag 
gacaagagtt 
ggtttctgcc 
gcctgcaccc 
cacacgcagc 
gctgggcttc 
atctcgtgat 
gtaggcctgt 
gaaaggtctt 
gtgctcaccc 
agcatcaaag 
gagaggggaa 
gtcagcctac 
cacaggaacc 
agagctggtt 
ttgtcagagg 
gtcagtttgc 
atcttacaaa 
gtccactgag 
cactggaatc 
aacatgcctg 
aggccattcc 
aatccctgac 
tctgcgtggt 
caggaagtta 
ctcattggcc 
gaaccgatgg 
catgcgtggc 
tggtgaggcc 
gctgtctgtg 
tctcccttac 
agcccaccgg 
ttgcagaacg 
ctgccacctg 
ggccagcatg 
aaagtggcca 
atgctgggtg 
cttctggggt 
ccctgaggaa 
gtgcttgtgt 
cgagcagaaa 



gcgctctcgc 
tggcgctcgg 
tctggggact 
cagccatggg 
gcaaaacctc 
cgcaggaaac 
aggccagtaa 
gccctggatg 
ggtttttcag 
ggtaaaggtg 
cctggcacca 
agctacatct 
gactacgtga 
tccacgttgc 
gggccctgtc 
accccttcat 
tgagtttccc 
gtgctgagac 
cgggagctgc 
gacgcggggg 
tgaactcaag 
aatagacagc 
acttggagcc 
acccaggatg 
cggagagccg 
agtcctgcct 
ttcccatctg 
tagcaatcat 
tccaccctgt 
ccagaatcct 
agagacattc 
ttgtctgctc 
ccatgactcg 
tcctggaatg 
ctcacgggac 
tgtgtcagaa 
actcacgggc 
cgggattgtc 
tgcagccccc 
tggtggaggg 
cagtgcgtgc 
agacctggac 
gccatgaagg 
gtaagggtgg 
agattgtgaa 
ccccaccctc 
ctgtcgccac 
tgtcggatgg 
agaccgtgtt 
cgccccccgc 
tggcagctcc 
ttcatttcag 
cagaagcctg 
ggcctgtccc 
atctctatca 
aagtcacagc 
gggacccaga 
gaaatgggga 
ccaggtgtga 
aaaaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 



<210> 47 
<211> 1236 



40/43 



WO 00/68380 ~ PCT/US00/12811 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2806595CB1 

<400> 47 

ttaatttccc .cgaaatcaga ctgctgcctt ggaccgggac agctcgcggc ccccqaoaoc 60 
tctagccgtc gaggagctgc ctggggacgt ttgccctggg gcccclgcft ggtttgaatt ill 
accctggcat gaggagatgg gcctgttgct cctggtcccg ttgctcctgc tjcccaaltc ill 
ctacggactg cccttctaca acggcttcta ctactccaac agcgccaacg afcaaflcct HI 
aggcaacggt catggcaaag acctccttaa tggagtgaag cEgltggtgg aSacf cocoa" III 
ggagaccctg ttcacctacc aaggggccag tgtgatcctg ccclgclgf? alcoctacoa 3 60 
gccggccctg gtctccccgc ggcgtgtgcg tgtcaaatgg tggaagc?gt c^gfaaacoa 2lo 
ggccccagag aaggacgtgc tggtggccat cgggctgaig olccgftclt tllgllltll ill 
ccaaggccgc gtgcacctgc ggcaggacaa agagcaEgal gtctcgctgg agf?claaaa til 
tctgcggctg gaggactatg ggcgttaccg ctgEgaggtc IttgalgggI toSooa"?oa loo 
aagcggtctg gtggagctgg agctgcgggg tgagatgcta acgggglffg ggtgltlata til 
ggacctgaga gcagagggga gaggaocaga gaaaaoatcc agIco?ctg? alllltalll ill 
tttaaaagta cttaattctc aaaacaaccc acatggaagc tictgttgfg foccccfttt ill 
tacaggtgag aaaactgagg cacagagagg tcaagtaact taccEaaggf taclcaoctt III 
gtaaaogaca gagctggggt ctgaacocaa gcacccagcc tctagaXIt gttococtct til 
acccgctgta atccacatct cattoagaga gaggaaaacc agagctggtc Icacagctta III 
ttagagacag agctgagatt taagcaaggt tagcgggtaa cacLgcgaa tgag^fagcc !o20 
cactgtgaga cgatgggagt ggtggggact gggcacactc ctgagccft? Scffgtgcc llll 
cagggagcto ccacactact caggcccagc tgatgatgcc acgccagal£ gcaoalclcl Itll 
ctgccaaatt ttctggcttg acaagataag cttatatttt tafgtgfgat Itclaoatt? llil 
ttatgtaaaa acctcctttt taaaaacaaa acaaaa 99 ccccagattt 1200 



1236 



<210> 48 

<211> 3081 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2850987CB1 

<400> 48 



gcccggccca cggcggcggc ggcggcggcg gagagagctg gctcagggcg tccgctaooc fin 
tcggacgacc tgctgagcct cccaaaccgc ttccataagg ctttgccttt ccaact^fo i % I 
agctaagttt ggaaagaajg aaaaaagaff atccctgggc cccttttct? ill 
ttgttctttg ccaaagtcgt cgttgtagtc tttttgccca aggctgtEgt gtttttaoao 240 
gtgctatctc cagttccttg cactcctgtt aacaagcacc tcfgcXglg fagcagclgf 300 
gatagcagcc gcagaagagc cagcggggtc gcctagtgtc atgaccaggd cgoaaaltca 3fiS 

tctctfcc*? gl"tc!tt?t c VFff? ^ccgactac ctSacct?g caaaaftcc? 420 
5"^ a ^" ggtcattctc tctctacttg gggagatcgg atgtggcact ttgcggtgtc 480 
tgtgtttctg gtagagctct atggaaacag cctccttttg acagcagtct acgooctoat 540 
ggtggcaggg tctgttctgg tcctgggagc catcatcgg? gacEgggtgg acffglafgc ttl 
tagacttaaa gtggcccaga cctcgctggt ggtacaglat gtttfagtcl tcctg^tjg til 
aatcatcctg atgatggttt tcttacataa acatgagctt ctgaccatgt accat™a?2 nol 
ggttctcact tcctgctata tcctgatcat cactltfgca aaCttgcfa atttg?™ ill 
llllltl^ gcaat = acaa tccaaaggga ttggattgtt gttgttgcaj gagafglcag III 
aagcaaacta gcaaatatga atgccacaat acgaaggatt gaccagttaa ccaacatct? Inn 
agcccccatg gctgttggcc agattatgac atttggltcc ccagtcatcg gctStggctt III 
c«"^ ga ^aacttgg tatccatgtg cgtggagtac gtcctgctc? ggalgjftta 1020 
ccagaaaacc ccagctctag ctgtgaaagc tggtcttaaa gaagaggaaa clXfftoaa 1080 
acagctgaat ttacacaaag atactgagcc aaaacccctg gagggalctc atctaJtaoa lill 
tgtgaaagac tctaacatcc atgagcttga acatgagcal gagcltactt gtgcctcIS llol 
gatggctgag cccttccgta ccttccgaga tggatgggtc tcctactaca acca^^f n!S 
gtttctggct ggcatgggtc ttgctttcct tfftafglct gtoctggjct ttgaltgca£ llll 
caccacaggg tacgcctaca ctcagggact gagtggttcc atcctcaota tttt«a?«™« 7™£ 
3£?£ES« ataaCt ^ aa taatgggaao fgfagltttt acttggctac ££S2g \\H 
tggtttggtt cggacaggtc tgatctcagg attggcacag ctttcctatt taatcttS^ ilnn 
tgtgatctct gtattcatgc ctggaagccc cctSJacttJ tccgtttctc Stttgafoa \lll 
tatccgatca aggttoatto aaggagagtc aattacacc? acclagatac ctgaafttlc lltl 
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aactgaaata 

tgaatctgtg 

cggtctttgg 

tgaaagaggc 

tttcatcatg 

agtctccttt 

aaacaagctc 

tacatctgtt 

catgtgctta 

accacagctg 

ctgattaatt 

aaatacggag 

ttacgtaaaa 

actagaattc 

tatttttttg 

tgataactaa 

aaaacaaaac 

tttgtatttt 

gcatggttat 

tgactgcata 

ccacacagaa 

gtagaacatg 

tgaaggtttt 

tactgtttta 

tggaccttgc 



11S7 a 0612!12 



PCT/USOO/12811 



tacatgtcta 

cccataatct 

tcctttgatt 

attataaatg 

gtcatcctgg 

gtggcaatgg 

tttgcttgcg 

gtttgagaca 

ttttgtactg 

tgccttgaga 

tcccttatgt 

actataatga 

gagtggttag 

agatatgtca 

catcttagtt 

tattatcctt 

acttaactag 

tattatcaga 

catgtaagc t 

cagacttcaa 

gggcaagaat 

agggtgtaag 

gttttacaaa 

tacccagaag 

aagtgcgtat 



atgggtctaa 

ctgtcagtct 

taactgtgac 

gtgtacagaa 

ctccaaatcc 

gccacattat 

gtcctgatgc 

gtttaactgt 

cagaattcca 

actaaaagct 

tgaggcatgg 

taacactgaa 

tcacgtgaat 

gttttctgca 

atttttaaaa 

attgatccta 

aattctctaa 

tggggcaaca 

gcaggtagaa 

atatgtcaat 

cccaatttaa 

ccttcagcct 

tcacttgatt 

ttatttctac 

a 



ttctgctaat 

gctgtttgca 

acagttgctg 

ctccatgaac 

tgaagctttt 

gtatttccga 

aaaagaagtt 

tgctatcctg 

ataaatggct 

gtttaggaaa 

aaaaaaaatt 

ttcccctatt 

tcagttatca 

aaactcactc 

acaaattctt 

ttgatcttaa 

taaggtttat 

tattgtatga 

gcaaagctgt 

agtttggtca 

ctcatgttat 

ggcaagttac 

taacacactc 

attgttctac 



attgtcccgg 

ggcgtcattg 

caagaaaatg 

tatcttcttg 

ggcttgctcg 

tttgcccaaa 

aggaaggaaa 

ttactagatt 

gggtgttttg 

cctaagtcag 

ggaaaagaaa 

tctcatgagt 

tttgacagat 

ttgttcaaga 

caagtatgaa 

ggtatttaca 

ggtttagctt 

agcatatgta 

aaagtagatt 

tagaacctag 

catcattagt 

atgtagaaag 

aggtagaata 

agcaagaata 



agacaagtcc 

ctgctagaat 

taattgaatc 

atcttctgca 

tattgatttc 

atactctggg 

atcaagcaaa 

atatagagca 

ctctgttttt 

cagaaattaa 

aactcagttt 

agatacaatc 

tcttatctgt 

ctagctaatt 

gactaaattt 

tgtatgtgga 

aaagagcacc 

gcacttcaca 

tatcacacaa 

aagccaaaag 

gatctgtgtt 

cccacacttg 

tttttatttt 

ttcataaagg 



1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3081 



<210> 49 
<211> 1825 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3 557211CB1 



<400> 49 

cgtgttgaag 

aggcccaaaa 

tagccaaaag 

aaattcagat 

aattttggaa 

tgtgggtttg 

gggtataaag 

taaactgatt 

tgacggatta 

agttcttggc 

ccatccttca 

tctgctgccc 

acctcttcca 

ttctacagat 

atcctctgtt 

gaaactggag 

tcagccacaa 

aactgactca 

ggaattaaag 

gatcgcctgg 

cgggtggcac 

gaatgcggct 

caggcagcac 

gaacgaccaa 

caatgggaga 

aagacaaggg 

ttccagaaaa 

ttattcacag 

atacctttgt 

taaataaata 

aatgccagca 



gcatcagacc 

catggacatc 

gacttaaaca 

accgtggaat 

ctgaagtggt 

ttgcccttgg 

gtcaaccaag 

cagtttgacc 

gaggaagatg 

acaaagacaa 

tattcctcca 

ccagggtctt 

tcttccatgc 

ctttctcaaa 

tatagaaatg 

gatgacagtt 

aagacaatca 

cacttcccca 

ggactcttcc 

aaagcctgga 

cagcactcag 

gcccaagctt 

atgcggtggc 

gtgcatgctg 

agagggccct 

aaatggcaaa 

ctctaaatat 

gatctgtgaa 

gattctgtct 

ttttttacaa 

gtattaaaaa 



ctgacactga 

tggagaacac 

gtaagactat 

ttcaaatcat 

ctcatattga 

aaattatcag 

tgtcagctgc 

caggaatgtc 

atgaggtc tt 

aagctgcagt 

accaaagcaa 

cctcatccac 

agctagcagt 

ggaagcttag 

gaacagacat 

tcccaactca 

aagtggcaga 

gacaggacca 

attttgaaga 

gtccccaaac 

gctactgtca 

gcagggaaca 

tctgggacat 

gccactggga 

ctccacgctc 

caaaagactg 

aacagaccct 

tattgctcca 

agtgaaaatg 

gataagatac 

aaaaa 



ggacgatcag 

aacaacaggt 

tctttacatc 

ggaccccaca 

atggtcacag 

aaggggatat 

agttggaaaa 

aactaagatg 

tgaagtaatt 

gaaaattttg 

gcacagcaca 

cacttctggt 

catcagggga 

gacccgtggg 

catctataat 

caaaaggaag 

actgcctcaa 

gttgccctca 

aggcatccag 

caaggatgtg 

catcttgatc 

atacctgggc 

tggtgggaga 

gtggatcggt 

caagcttgga 

taggagagcc 

acagggggcc 

tagaaaacaa 

ggacattttt 

aatttttgta 



ataatcttta 

gaatttatcc 

ataaacccat 

gggaactcgg 

accgaatata 

tccatggact 

gatttcaccg 

tggaatatag 

ctgaactccc 

gactcaaaag 

tgggagaagg 

tcctttcatc 

gacaccctgc 

aatggcaaaa 

tatcatggga 

gccaaagtat 

gcagataagg 

tttccaaaga 

aagctgtatc 

gaagacaaat 

acagagcaga 

aaccttgtaa 

aagtcctttt 

ggtgaacctg 

aagagctgtg 

aaacctcata 

acctggagtt 

attgttatga 

aatagtgcca 

tctcaatacc 



aaattctaca 

atgagaaatt 

ctttggaagt 

ccactcctca 

tctgtgagaa 

cggcctttgt 

tgattccatc 

caattaccta 

ctgtgaatgc 

gaggacaatg 

gcatttggca 

tggaaagaag 

ggggctttga 

cagttcgtcc 

tagtttcctt 

ccatcattag 

tggaatccac 

actgcactct 

agtgcaatgg 

cctgtccagc 

aaggcacctg 

ctgtattctc 

ggataggttt 

ttgccttcac 

ttttggttca 

attatgtgtg 

tgtcacctat 

ttgagtgggt 

gaaagattga 

ttttaaaata 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1825 
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PCT/USOO/12811 

<210> 50 
<211> 1712 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 4675668CB1 

<400> 50 

ctttcttcag tccccacgtg cgatccttcc cggcaacttt ttcgagaaaa atgcccaaat 60 
tcaaggcggc ccgtggggtg gggggtcagg aaaaacatgc gcccctggcc gatcagatcc 12 0 
tggctgggaa tgcggtgcgg gcgggggtcc gggagaagcg gcggggtcgc gggacaggag 180 
aagcggagga agagtatgtg gggccccggc tgagccgacg gattttgcag caagcacggc 240 
agcaacagga ggaactcgag gccgagcatg ggactgggga caagcccgcg gcgccgcggg 3 00 
aacgcaccac gcggctgggt ccaagaatgc ctcaggatgg atcagatgac gaggacgagg 3 60 
agtggcccac cctggagaag gctgccacaa tgacagcagc gggccatcat gcagaggtgg 420 
ttgtggaccc tgaggatgag cgtgccatag agatgttcat gaacaagaac cctcctgcca 480 
ggcgcaccct ggctgacatc atcatggaga agctgactga gaagcagaca gaggttgaga 54 0 
cagtcatgtc agaggtgtcg ggcttcccta tgccccagct ggacccccgg gtcctagaag 600 
tgtacagggg ggtccgggag gtattatcta agtaccgcag tggaaaactg cccaaggcat 660 
ttaagatcat ccctgcactc tccaactggg agcaaatcct ctacgtcaca gagccggagg 720 
cctggactgc agctgccatg taccaggcca ccaggatttt tgcctctaac ctgaaggaac 780 
gcatggccca gcgcttctac aaccttgtcc tgctccctcg agtacgagat gacgttgctg 840 
aatacaaacg actcaacttc catctctaca tggctctcaa gaaggccctt ttcaaacctg 900 
gagcctggtt caaagggatc ctgattccac tgtgcgagtc tggcacttgt accctccggg 960 
aagccatcat tgtgggtagc atcatcacca agtgctccat ccctgtgttg cactccagtg 1020 
cggccatgct gaaaattgct gagatggaat acagcggtgc caacagcatc ttcctgcgac 1080 
tgctgctgga taagaagtat gcactgcctt accgggtgct ggatgcccta gtcttccact 1140 
tcctggggtt ccggacagag aagcgtgaac tgcctgtgct gtggcaccag tgcctcctga 1200 
ctttggtcca gcgctacaag gccgacttgg ccacagacca gaaagaggcc ctcttagaac 1260 
tgctccggct gcagccccat ccacagctat cgcccgaaat caggcgtgag cttcagagtg 1320 
cagtcccccg cgatgtggaa gatgttccca tcaccgtgga gtgaggaaaa cagtcagctg 13 80 
tcctggccaa aggggtttgg aaggacacca agacccccgt tggtgactga agatgacact 1440 
gagctttaat ggctgaagac ccagatcagg gcagtgacag atcacaggga catctgtggc 1500 
tcccagtcca ggacaggaag gactgagggt ctggctggtt ccctcttcca ttctaggccc 1560 
ttatccctgt ttagttctga gagccaactt gagataccat atgctagcat tcccagtccc 162 0 
cagctggggc ttggtgtgag tactttttct atggctattg tgtcaggtca ctgtggataa 1680 
aggcaaagac agatatttat tgaaaaaaaa aa 1712 
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